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V1.1

2014/03/19

12119 5% 330 47 FAL R F2 58 5 4
M w] =% 4p B 2 25(01-F ; 02-
4 5 03-H ). (P8~ P.14)

W1211F % 2 T ARG

Cr s enthskE % R 03 3
i - (P.10)

CERCIIELERCE RIE

V1.1

2014/05/12

W1211F % 3R TR E 5

(1) #-F % el 4% LR kBE
SEQ_NO 2z HS NO -
(P.8 ~ P17 ~ P.24)

(2)ix %555 % %> #IDNO ¢
VARCHAR2(10):z %
VARCHAR2(11) > >+ = 3 4v i
T o (P.8~P11)

W 1.2.2 XML 4 4%

(1)#- XML ~
Bigb» I iz
(P.13 ~ P.16)

Wit =

WKIE P NAEA o B A 3EFH

% % StrepnX01(P.14) ~

YsaentX01(P.23) 2

LstmonX01(P.24)% 3 £ -

W2.1.224p 8 S5 H A2 5

F7H 78 =< (10).

PATHOGENS_NHI(;5 4 i i3+

% AHEE) > (P19 P21)

2 #&d UTF-8 s =
IR R e

L AT

V2.0

2015/01/05

W12F%E BLmp &€ FF &5
W 4H BT - B XML 2
CSV i3 - (P.6 ~ P7)
W2 % p CSV FORMAT #4 8 hip
% o (PA7)

W2.1.2.24p M A5 b 4250
7498 =2 (11).




PATHOGENS_MATCH(s; f 48 & #7
Stesm P %) (P19~ P21)

[1.211 %z ERFTHER]
"'LAB_LabDailyReport | :
Wi T REHRFAFFTHESLpN 5
B enF A 0 d datetime ® { 3
varchar -
B " MEMO(# ), 273 S N 3 p
(P.10)
m ' DIAGNOSE_CODE(# 7% 5) |
ATH AR F P (P.9)
m " INSPECTION_ITEM(# 2% P &
H) ) ATH AR Em (P.9)
m' INSPECTION_RESULT 1(3u# |+
e B % )ATH B B P (P10)
m' INSPECTION_RESULT 1(3u# |+
WPl % )F Al 4 varchar2(255)
% { & varchar2(max) - (P.10)
B ' SAMPLE_TYPE(# 8 #47) | # &
M%rwﬁ:aJéiomﬂm

(1211 # 23 EFFHEHS]
"'LAB_ LabMonthlyReport ; :
WS FERFFTHERSPN 5P
B, ehF Al > d datetime ¥ { &
varchar -

WOE A TR R 2
i TE P R TG
(P6~P12-P.16 ~P.17 ~ P.24)

[3.74é5]

W31 TR A B T
NICR IS T E S S s
PR A FALN R(E P UER
%)] - (P.24)

W31 TRAE TR AR T
BN R (FpaFEBE){ g




iE - (P.24)

W32 TRk FA B T
FNF(F P o ) e ap
2 i@ - (P.24)

(ot
Wit i - > A7 & 4 Hepatitis B
virus i 4+ i 75 27033C ~ 27034B
~ 27038B -
Wit - o RT3 5 485 & il (Hepatitis A
virus ~Norovirus ~ Adenovirus ~ Herpes
Simplex Virus ~ Vibrio
parahaemolyticus) -
W E -~ o A R R A %
B et g o
Wi (bR B DiE o
mi iz
[t p B4 ] #4070 £ FH
* % % Strepy009 ~
Strepy012(P.14) ~
Entero010~Entero075(P.19~P.20) -
[tesksEp 4] 3+ 83 £ FH >
*~ 7% % Hepaav001 ~ Hepaav011
(P.5) ~ Norov001~Norov006 -
Adenov001~Adenov021 -
HSV001~HSV042 -
Vibrio001~Vibrio003 - (P.34~P.35)
[LOINC #~z5 £ I 7 { #7 5 RELMA
B AT A 2,50 %(12/22 = #)

V3.0

2015-11-16

[1211 2%z dFFTHEERN]
"LAB_LabDailyReport ; :
W "HS_NO (i 38 ki K BE) | 2734
RPN F R EFTAAF AT
#r24p e HS_NO+ HOSPITAL =
KEY £ # FH T+ { 37 - (P.9)
m " HOSPITAL (j“;f A W) ATH
RN E AR FTRAD {AT
#r24p e HS_NO+ HOSPITAL =




KEY & T4 %+ { #7 - (P.9)

m " ANAMNESIS (r=p RS T
A f& ¢ varchar2 (10)% { =
varchar2(20) - (P.9)
m " INSPECTION_REPORTTIME(#
AR A P HPPEER) ) RTH BN F
WAL T PP RRFTHY @
(P.11)
B "TMEMO(# ), 1 “@p 7 ¢
1. ¢ % INSPECTION_ITEM % B~C
i3 iz 5 % INSPECTION_ITEM 3
A-~B-CH > ¥ 373 (3_9‘2\_:*%;;]1,,,_
RrEmp ) (P11)
2.7T999=% %8 | B :x 5 TT999=(F
et (P1)
3.7M999=% = ;+ 13 :x 2 "M999=(F
i 2), (PA1)

V3.1

2015-11-26

W2.1.1 8 3R AR A2 50
%ig po= 3'—*"5];5"1%‘1‘?&%%@— = HIS/LIS
AELB e B R AR B AR
AR o MWL FIEARR Y RS
ﬁg—ﬁ"f'ﬁ/z—l—#‘gfﬁ

V3.2

2016-04-29

m2.1.2.24p i IL/F%P?')E%E_E“

BT RS e TR A B LA
(1).DATA_VERSION( i £ %% 4 #2241
)i ¢z 3 REF_DATA_VERSION
(2).ERR_CODE(# :#-7% i 7% %) 13 i«
% REF ERR CODE
(3).RESIDENCE (#%4£7% % % 45 %)
iz 2z 2 REF_RESIDENCE
(4).INSPECTION_ITEM(# =% 7% p i~
) B
REF_INSPECTION_ITME ; # i & #&
ITEM_NAME # :x 3 ITME_NAME
(5).SAMPLE_TYPE( % #6457
(System) g 4) Bk
REF_SAMPLE_TYPE
(6).INSPECTION_METHOD (# 5%




i#(Method) 75 #) i2:x 3
REF_INSPECTION_METHOD
(7).LOINC_MEASURE(LOINC &
¥ = 4 (Property) g 4) 12
REF_LOINC_MEASURE
(8).LOINC_SCALE(LOINC #& 2% g i
K+ (Scale) g 4) BT
REF_LOINC_SCALE
(9).LOINC(LOINC 78 %) ez i
REF_PATHOGENS_LOINC

(10). PATHOGENS_NHI(f5 f 18 i -
FEBEEL) Bia
REF_PATHOGENS_NHI
(11).PATHOGENS_MATCH(s & #
AREERERTE D ) Bii
REF_PATHOGENS_MATCH

V3.3

2016-08-01

W1.211 5B%s
TMEMO(# 1), B & S5 N % & 3 4e
PleRAREB 5 FRS Tk
TP T A A R0 TR
2| #54 ©

Witz w%RFDEBE O HG
Bioche001 ~ Drugrt001~Drugrt460 *
461 1B A FAL o

V3.4

2016-12-14

[1.211 f %z a W FHEHN]
" LAB_LabDailyReport | :

m "MEDICAL_TYPE (¥ #3]),
TR E C09-ik T AHE B o
m' DIAGNOSE_CODE1 (2 #7445 1) |
HEEBRE D S ENFRERFL
PFo e A DTS e A
» XXXX > ?ir%%éﬁwié@%%% fs o I
e )

m' INSPECTION_RESULT _1(4u2 %
RIS E) ) B BRP B b
Ampicillin:R;Cefixime:S.

B " INTERPRETATION_RESULT (2]
Wi ) PSR 1997 P




rMEMO('vE?;_t)J Ak BT F
457 FFRS TRFRR RS
IR E P ETES BN UHHFE R 4 2
FHcF  Ar#H01 2 AT 0 #H#02
Byt » TR ERFHEA
(]

Wit i - > A7 5 B 4 Streptococcus
pneumoniae ik F3+ i 45 12129C -
Wit i - 373 5 /i Mycobacterium
tuberculosis complex i i3+ & 7§
12182C-~12184C~13006C~13016B -
Wit - > 3735 R 4 Hepatitis C
virus i i3 i 28 12183C~12185C-
Wit E - AT )ﬁe J 48 Hepatitis A
virus & if4+ i 75 27018B -

Wit - > A7H % & 48 Herpes
Simplex Virus i -4+ § #5 12182C-
Wit - > 2575 R 4 Hepatitis A
virus ~ Hepatitis B virus ~ Hepatitis C
virus > H & %4+ i £5 09026C # ik
PA Tty p 2w 7R
FR&E....

Wi - o R 4 12185C -
DREP i T3 F PP
£ #5 3 :#% DNA quantitative
amplification test |

Wi D ATH B R 45 12129C -
27018B -

W2 %A P A A R 28
7ok > 4% 5 Entero076~ Entero077

V3.5

2017-12-07

[1211 2%z dFFTHEERN]
"LAB_LabDailyReport ; :

m " NHI_CODE(# %4+ #8) , £ & 1§
=% & »d J varchar2(6)— varchar2(9)
[1211 2%z dFFTEERN]
"'LAB_LabMonthlyReport ; :

m " NHI_CODE(# %4+ #8) , £ 1§
=& B -d J varchar2(6)— varchar2(9)




[2.1.2.2 4p R 25 e 5 42.5¢ ]
REF_PATHOGENS_NHI (7 /& &8 i
el R
m " NHI_CODE(i %4+ #8) , £ 1§
=% & »d J varchar2(6)— varchar2(9)
%)

- o AT R A

Salmonella species i if4+ % 5 %
13008C~13009C~13010C~13011C-
Wit - > £ A7 & 4 Streptococcus
agalactiae i if-4+ i #5 5 13008C -
13009C -~ 13010C ~ 13011C -

Wit - > L A7 & 4 Streptococcus
pneumoniae ik -3+ 1§ 7§

12172C ~ 13008C ~ 13009C -
13010C ~ 13011C -

Wit - > € A7 & 4 Streptococcus
pyogenes i i3+ % £5 5 13008C -
13009C -~ 13010C ~ 13011C -

't - o { AT R 4 Influenza virus
i ik 45 5 14065C ~ 14066C -
Wit i - > A7 5 & 4 Hepatitis B
virus i i34 i 45 27039C -
21+L1001C ~ 25+L1001C -

Wit i - > 373 & 4 Hepatitis C
virus e95E iF4+ i £5 21+L1001C -
25+L1001C -

- o AR R A
Campylobacter species i i3+ i
#% % 13008C ~ 13009C ~ 13010C -~
13011C -

Wit * - o AT R AR Listeria
monocytogenes ik if4+ i 75 %
13008C-~13009C~13010C~13011C-
Wit i - o A7H % R 4 Hepatitis A
virus i i3+ % 78 27040B~27041B-
W P 'Jl‘f Ji 7 18 Adenovirus
i 4 45 12183C ~ 12185C -




Wit i - > 3735 & 4 Adenovirus ¢
i R4 A5 12182C ~ 12184C -
mitiE- M“f Ji 7 18 Herpes
Simplex Virus i 4+ i 75

12185C -

Wit i - > A7H 5 R 48 Herpes
Simplex Virus e x4+ i 75 12184C-
mtiE- o %”r}f% J2 %8 Vibrio
parahaemolyticus i 3+ % 75 4
13008C ~ 13009C ~ 13010C ~ 13011C
W2 D ATH R ATAeT R
7 1 12172C ~ 13008C ~ 13009C -
13010C ~ 13011C ~ 14065C -
14066C ~ 27039C -~ 27040B -
27041B ~ 21+L1001C ~ 25+L1001C -

V3.6

2018/12/27

uﬁ (R

[ B %frrﬁﬁ Ja2 %% Yersinia enterocolitica
it it £% 5 13008C ~ 13009C -
13010C ~ 13011C -

GERREEE-E L
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FHRE QA pp bR TE
FHE QR BEEERP

1.1

PEERFRBRAN P E L DA KRBT R BTG

WABEAF (T HHEAF)PET A o BRI 2
FpE ) BT AF R RS R B R F R R EAE
FERTALZ A GEAELR) RV L 2 RA B REF L KA T

i

o

1.2 ?$3@4$g%-$gbﬁ«aa

1.

PEFR LY kB Ea® iR (Gateway) § T (IS 5 #
| BE =) R rfﬂﬁ}‘fma?ﬁlﬁ FOABKRKIED fribk EF
Ao T BETAFFTHRTGLHp FLFFIL LMo

TR BT Rl TR B 3 BB RS 3 T

> HIS/LIS k4t E 458 » & kST R E @ Fusdik & & ok ke
table schema #- HIS/LIS & sid & e 418 » & & sien? @7
#‘J_E_ P\ o

> XML Af#:d st et & &k 2K XMLDTD 54 < & >
G LHEPFT AP e = A5k (YYYYMMDD#HE Xxm > 6
20140120001.xml) -

> CSVifife i d ke & A kT AR HCSV a2 o & 1
Hopded 4 p Hp 4 = B R EL(YYYYMMDD##HE.csv 0 &) -
20140120001.csv) -

FHRZGLARHp BLFFTAHPN G

> & p i 4F B % F R4 Ah(LAB_LabDailyReport)

> &P BT g R AL (LAB _LabMonthlyReport)
R CIPE I N AP

> FRETIEE XML & CSV 3 Ui S@ihd B~ &
A % = pF Gateway “’PFQB’»”LP?I,%*F* AT AT H B P AR R
BN TES > L R RA B NE SR TP AR o

> FEHCSV 2 XML)}?}#&-‘g PO T A 100 EF R B RE -

> FEE XML % % =R (PP 3 XML SCHEMA
ol S kRER 0 TR @5 100 £ o

> FiEH CSV 4@;#&‘& FO T fﬂ—xz:ﬁ(ﬁ T3P 2 CSV FORMAT
%’b’" S AREEGRER T 1 L) TR @5 998 -

> i?maﬂmﬁmu(ﬁﬁ @é%*ﬁ)iﬁiﬁﬁi
http://localhost:9080/PJ020Web/ » 313 %4 @& * £ o
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1.2.1 HIS/LIS %28 # % » & 4 % Gateway ¥ #F L 1&
1211 § % 304 FH R

& p i 4R B % 7R 9% 44 (LAB_LabDailyReport)

LE
KEY | # = -4 oA ERANE Y o AP F
4% (8
AR FHRE (F Flag i AR B AR
2)  mmAL Rpl TE nE LA A
4m+r +p+inks(6 ), £ | [HS_NO+
PK |HS_NO varchar2(14) ) @I
*145B5 2013872 1p HOSPITAL 7 KEY
B ¥ 12 T AT G S EEFHRTT A7
20130801000001
WA FTAL B 50
TRANSFER _
varchar(12) YYYYMMDDHHMM 5 : &
TIME
201308011412
%1%%#@5%?}:}21101100011 B ETHEIF
(128 fg Fre s b)) LA A
PK [HOSPITAL |varchar2(10) w3 [HS_NO+
HOSPITAL 7 KEY
EEFHRTT A7
ANAMNESIS |varchar2(20) Fep 5. bl - 88001555 | wwyp
NAME varchar2(30) BREL B3P w i
oz e ) 2123456789 [#3:1)
IDNO varchar2(11) ERELFE > 5] - 300000000 R
B g Y. b 1 2212345678
ol s 01 01-7 ; 02-+% ; 03-
SEX varchar2(2) A -
= w
D4 E S NS YYYY
BIRTHDAY |varchar2(4) A
&) 1 1987
MOBILE varchar2(30) i &+ P8 5L
TEL_COMPA PRSP TE bl
varchar2(30)
NY 0221111234 #123
:/'}i; BELZT T b
TEL_HOUSE |varchar2(30)
0221111230
S ERD FREL N FG S F A R o 2 PR
RESIDENCE |varchar2(4) FE E L | R ABA
b 0 0118

11




f FRUPE > §355
DIAGNOSE_ .
DAY varchar(12) YYYYMMDDHHMM &g
i © 201308010910
,?u%h:i] 01- % ; 02-5%
MEDICAL_T .
varchar2(2) 5 2 01 &3 03- 1 fe;09-iE 4k ~ ik
YPE
Eaa-
DIAGNOSE_ ZETIN 1.4+ ICD-9-CM( =
varchar2(8) 3
CODE1 ICD-10)% 5 #5(7 /|
DIAGNOSE_ LYTINE 2 HegE)
varchar2(8) sy 4 2 g
CODE2 2FZELB%RG e
DIAGNOSE_ ZETiNE 3 P UTE 0 ik F R IR
varchar2(8) ,
CODE3 PR
DIAGNOSE_ LETiNg 4 FRERERAF L
CODEA varchar2(8) N
L AE 5 GEE M Rt
DIAGNOSE_ XXXX > t#F fr i 2
varchar2(8) "
CODES5 EA R R i
3 g
INSPECTION WERE 2P HRER - R 5
_CREATET! |varchar(12) YYYYMMDDHHMM &
ME » : 201308011010
Wk A B FIp SvE- ik
INSPECTION FETH e Flp T g T er .
varchar2(20) o 3
_SNO FARM R @ B ek
EHARERR S -
W& P 4 &) Salmsp001 1.3 %= « Bk
BPA/BE
25 R F B 2
WD LA
ENR RS
¥ %38 P 5 Aerobic
INSPECTION . i
varchar2(9) & |culture(F ¥ B &)
_ITEM L
PIH 25 o T
Sa i I Ak
MBacidf001 ;, » ¥
s
TINSPECTION_R
ESULT(#& 3% % %),

12



BT E pHPER o FN G

SAMPLE_RE T
varchar(12) YYYYMMDDHHMM &
CEIVETIME
& © 201308011310
i A 0 b 2 06013C S it -~ R
L
NHI_CODE |varchar2(9) &
EEERG - p T
- 999999
SAMPLE_TY WAL > &) © TOM BESATERE 1t}
Part2 varchar2(4) A
PE RANLks
INSPECTION ¥ 2> % 0 5 M049 S LR T
Part3 varchar2(4) A
_METHOD pEEP S
BEH = 5 CPM - titer ~ FRPEE R
UNITS varchar2(50) &
mlIU/MI ﬁis?l » 99
INSPECTION WeSRAE L P IHRFER - NG FHREBFELST PP
_REPORTTI [varchar(12) YYYYMMDDHHMM & T S
ME & © 201210090231
INSPECTION Skt E > 2 FHE 6 K
varchar2(255) &
_RESULT 1ppm ~ 1:20
RERRRISE S 2 FhHE 140} 5 BERT
[0 FL s —d_ FRAT A gL
Ampicillin:R;Cefixime:S;Ceftri LSRRI AN
axone:S; PF PR o
2. o 1 R AP
INSPECTION
varchar2(max) WREAE R A
RESULT_1
B - FigH i3 1:'_?
Ao EATREE
Pt FE-ELB %o
HS_NO+HOSPITA
L g &etfpizo
INSPECTION WS4 5 2 F
varchar2(255)
_REF
INTERPRET it S 0 KBS R 01-F5 1+ 5 02-15 44
ATION_RES (varchar2(2) S Sh B keSS &
ULT &) 2 01
MEMO varchar2(255) iz v~ FH it 1.%
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INSPECTION_ITE
M3 A-B-CH>r
Tk e dlyc® p
4 3% ALT g5 Pl

PpE g ALT
% RISV E
FALT=#k & +4
B Bl
ALT=10U/L [ %%
GRSl =
]
2.%
SAMPLE_TYPE=T
999 3t st 4§ i
WAL > FRS
= TT999=(% % k1Y
N
3.%
INSPECTION_MET
HOD=M999 3 & s
1 e~ e
E o BRI NG
TMO99=(5 *% t& %
i)
4% FFR R
T PF o R At
PR W 2 ETAG 0 25N
VLR ER e 2 8k
F U Ae##01 5 A
% o ##02 s Bw
REUSECALNEF  J
o9/ CF 2
5.4p B % ZLF 5

AT R IR

LOINC ¥ 2 P 1> ] : TO1

TO1-PT ; TO2- A 3%

Part4 |LOINC_TIME |varchar2(3) . ¢ B
(7 %% LOINC ¥ e Time i&) o5 T99-H s
LOINC_MEA LOINC | & ¥ = & |+ & : P01 %+ it = ~LOINC
Part5 varchar2(3) X iR
SURE (¥ %% LOINC ¢ Property 1 REE AR

14



i) %
LOINC 2 H = 414> &) :S02 %% % = ~LOINC
LOINC_SCA
Part6 E varchar2(3) (¥ %% LOINC ¢ Scale iriz)| »# |[#ZE = BEAH
%
LOINC %5 » ] : 600-7 ~ %% %t = ~LOINC
LOINC varchar2(7)
6584-7 a4
M 5 Gateway i SLE B AL ?:fg‘ﬁ&*}#} Z
REMARK CHAR(1) %o 4% X : badrecord
VERSION TIMESTAMP { ATiedpE R ¥
[#%:c1]

Efte G RREE e AP EERAAR A A E L FFRART
L E |DNO+§BL"'_;§,§§])\ TR BB @ A e 2 g S BRBLAS 15

IR g

AR A6 B AAFRRE D P X SR (2 88) 5 bl

AA103031701(11 #8) -

AR A K36 B F I BBHARE T P X AU RAB(2 ) 5 bl

BB103031701(11 #5) -

mt R A CCHARE ! p+§ - KAE(248); 5)4- CC103031701(11 75 )-

& P AT i #4455 45 (LAB_LabMonthlyReport)
KEY |# = &4 5 Wl (40 < & ==
%51 W #8 /:1101100011
PK [HOSPITAL |varchar2(10) 5 A
(re 8 fg Fre s b))
2 p P G
SAMPLE_RE
PK varchar(8) YYYYMMDD %
CEIVETIME
& + 20130801
A R s |
PK |NHI_CODE |[varchar2(9) A5 0 ) 2 06013C & 35
i ol ® 2
SAMPLE_TY S RS L]
PK varchar2(4) AN & B
PE RNk
INSPECTIO ,
int e B 381 i & 3
N_NUM
1T G Gateway kS B OTAH  FRBHI FE
REMARK CHAR (1) %L 75 X! bad record
VERSION TIMESTAMP [ FTictrpr &

15




122 XML ff#

Bp e s XML TG RFR GRS - RS %

&ﬁﬁfﬁ%ﬁ%Gmww%&iﬁE&&ﬁo—@XML%
e

e RS EFA AL TR AR § 7 Tag 4 0 5
$LpF 12 Repeat Content o % & 3N &2 o

‘3;

[ for

o

1.2.2.1 XML SCHEMA
AR R TR

<?xml version="1.0" encoding="Big5"?>

<IDOCTYPE § =% 2 F 74 [

<IELEMENT § 2% @ 4F 78 (LI p F+)>

<IELEMENT :4F p 7 (4% T k5L, 78 Téﬁig?] p i pF ¥ FHHECB BRI E LRSS ET R
MLNAERESWRA AL ST TR L TR AR R R F p R R F AL SR L
ETRB2LYERBIVE R BALERNBSKREF P IFT ) eshri- B %A P L4, D
HREFEEPEAEHRAN %R 2 REE C RRFLPPPFT AL S RBELIRPIE S R SY B2
W1 et sk B %, % 3L LOINC 5% PF 12, LOINC Pl £ ¥ = 14, LOINC ¥ 5% & i+ 14 LOINC * #5)>
<IELEMENT :{ 48 F#L75 -k 5. (#PCDATA)>

<IELEMENT 3 #! i#& ﬁi%l p #p pERF (#PCDATA)>

<IELEMENT ¥ ¥ 1 75 (#PCDATA)>

<IELEMENT 5 5. (#PCDATA)>

<IELEMENT ++ ¢ (#PCDATA)>

<IELEMENT R % & & % 5 % (#PCDATA)>

<IELEMENT {4 %] (#PCDATA)>

<IELEMENT ' 4 & (#PCDATA)>

<!ELEMENT 5 & = #8 5.8 (#PCDATA)>

<!ELEMENT 5 & = @ T 3% (#PCDATA)>

<IELEMENT :@ B Az T3 (HPCDATA)>

<IELEMENT i 13 255 #R4E (#PCDATA)>

<IELEMENT i*u%’? p # pF R (#PCDATA)>

<IELEMENT i*u%’? # 3] (#PCDATA)>

<IELEMENT % %7 % 7% 1 (#PCDATA)>

<IELEMENT % %71 7§ 2 (#PCDATA)>

<IELEMENT ¥ %7 % 7§ 3 (#PCDATA)>

<IELEMENT % %71 7§ 4 (#PCDATA)>

<IELEMENT 2 %7 7 5 (#PCDATA)>

<IELEMENT # 5% ® = p #) pF ¥ (#PCDATA)>

<IELEMENT [P 5% r&—- B 3. (#PCDATA)>

<IELEMENT %% F 4 (#PCDATA)>

3

16




<IELEMENT +4%81ci* p #f & (#PCDATA)>

<IELEMENT i %3 i #5 (#PCDATA)>

<IELEMENT #6478 (#PCDATA)>

<IELEMENT % = i# (#PCDATA)>

<IELEMENT | ¥ = (#PCDATA)>

<IELEMENT 5% 3F % p #) p¥ & (#PCDATA)>

<IELEMENT % % % (#PCDATA)>

<IELEMENT #2 4 # ip| & % (#PCDATA)>

<IELEMENT 5% %% & (#PCDATA)>

<IELEMENT 2|3 {5 cr¥s % % % (#PCDATA)>

<IELEMENT # & (#PCDATA)>

<IELEMENT LOINC # % & fF 1+ (#PCDATA)>

<IELEMENT LOINC i#| £ ¥ = /12 (#PCDATA)>

<IELEMENT LOINC # % ¥ = 1+ (#PCDATA)>

<IELEMENT LOINC # # (#PCDATA)>

>

<P B F UL FTH>

<{LHRP B>
<A TR E R T RIS (4 Frm A 2 ) <L FEIR 5>
ST GE P WP >R A G P 0 YYYYMMDDHHMM</ 4 & 8 0 3 pr >
<¥ F 4 S AB>1101100011 (12 5 i Fres bl ) ¥ >
<:)I§; FEEL>Te }?5 @:%ﬁd:}% 5>
<k f;,>:)§; B o</it &>
<HALAFFESRAL LSBT CIEA LR A TERILIRNAL S EF TS
<M w>01;01-5 ; 02-% ; 03-H & </{Hu]>
<h4 E>RNLYYYY< 4 &>
<R EEBEA>E LS ﬁﬁ’%m%wﬁs B LA >
SHRELPTESRL AT THE 0 60221111234 #123</pm & 2 @ T 5>
<R AL TR>HA LR R 6 0221111230</% & G2 § 3>
<A P BA D FREESO118; 5% FRELD Fe (N 75 £ </ 3 3+ BhH SR4E>
<f‘%%§ B i c A YYYYMMDDHHMM</TI£§5 P PR >
<%%%5$E§‘J>Ol; 01-F# 5 02-52 5 03-1ir; 09-4 ~ =T H </T‘%5¢\F
<Z #7175 1>ICD-9-CM;ICD-9;ICD-10 & # % i% i %% RODS</% %714 45 1>
<# 718 45 2>ICD-9-CM;ICD-9;ICD-10 # # % i 1 RODS </ #7i% 15 2>
<¥ 718 45 3>ICD-9-CM;ICD-9;ICD-10 # # $” i i RODS </ #7i% 15 3>
<% 7% 15 4>ICD-9-CM;ICD-9;ICD-10 # # % 1% 2 RODS </ #7 % 25 4>
<# 718 45 5>ICD-9-CM;ICD-9;ICD-10 # # % i 1% RODS </ #7i% 15 5>
<t B = pPEEF>KRN 2 YYYYMMDDHHMM</# 5% B = p # p >

\\\Xr \\\Xr \\\Xr \\\Xr
oy ok Sl

N
ol
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<ERp sk AL RN SR ik S A<D HkeE- B>
< %5 P+ #>Salmsp001; 5% 5% 38 p 7B A </t %I P L AL>

<tz p PEEF>ERN 2 YYYYMMDDHHMM</# 88 {< i p #p o ¥ >

<iiE et B >06013C; %4 i (et 1 A5 G R34S ~ B § 0 FHE 999999</5E B i 45>

<W M >TO1; 54 A a4 N B 4 </t W AE 45>

<t E>SM049; 4 % 2 N A</ 2>

<BI$ H =>6] 1 CPM - titer ~ mIU/MI</it| £ 8 >

AL P EEESH S S YYYYMMDDHHMM</ 4 5 47 2 0 8 gt >

<HP % >Y F o5 6] 0 Ippm » 1:20 </He % >

BRI P RS G R E<FE R >

<K ET EST IR E</RH LT E>

<KL RS ECEMERHR ST B kR S 01 02-FA </ (S ke SR >

<H > FHE<H >

<LOINC # % % B J§12>T01(¥ %% LOINC ¥ &1 Time &);TOI-PT;T02- A 3P ; T99-# is </LOINC 4 5% P &
B>

<LOINC i#| £ ¥ = 2>PO1(¥ %% LOINC # Property 1 ); %4 LOINC ip] £ ¥ = /f 12 4% % </LOINC | £
¥ >

<LOINC # =% ¥ = 1#>S02(¥ %% LOINC ® Scale et ); %% LOINC 5% ¥ = 1+ 1 5§ % </LOINC ¥ 5% H
= >

<LOINC # #>600-7; %% LOINC 7% # </LOINC 5>

<[ EEP F>

</§ % F A TR

18




R T

<?xml version="1.0" encoding:"BigS"?>

<IDOCTYPE % % % %3 F# [

<IELEMENT 4 % % %32 541 GLdRp 34>

<IELEMENT i 4F p % (F F 841 F A8 fe M & P 0 4t 28, W R A7, 1 % 40 2 dg0)>

<IELEMENT ¥ ¥ 4§ 45 (#PCDATA)>

<IELEMENT # %< 2 p # (#PCDATA)>

<IELEMENT & 4§ #§ (#PCDATA)>

<IELEMENT # #48 (#PCDATA)>

<IELEMENT ;2% 4, i #ic (#PCDATA)>

=

<P B F PFA>

<& AP F>
<¥ F 4 S AB>1101100011 (12 5 i Fres bl ) ¥ F s>
<tz p P> L YYYYMMDD</# 8 ci* p #5>
<iE Fpt B AE>06013C; 5% M i = A7k Bt 4B </ R B AE>
<HAFAFSTOL; 54 i = e AR S 78 & </t WAaL>
<He T 1 1 Y B A </ e B L 1 >

<[P F>

</§ % F AT

19




1.2.3 CSV i}%:}%.
* 1@4@9 TSR e R TR L R l‘@?ﬁ%i & - AR
@I+ T EELF L B R PRl - > CSV infp kv U

1.2.3.1 CSV FORMAT
S PAEBEFH
v',ﬁf];?_}l b }\%;un n?\,} L@%]Bﬁppgfnn "?1#&"%-1‘\“{%" n}l%iﬁ_%,;u n‘&,}, zn vvwg\ﬁ//’q\—;gz‘-f_%{vl "]“J"l:l" n,{, 4 &u yv)ﬁgi#&%{

BRSPS R R R A A 1 R 2
3L ETN AR AT LTS S e B 2 P BRI BN SR - AR RSO B AL WM R R R
B R AR AT e 2R R E R AR P D PR RS R B R R R R BB e

5 2 "LOINC 5% 5 B 2","LOINC i £ ¥ = /F 1", "LOINC ¥ % ¥ =/ +","LOINC * % "|@)|

F P g A

EE A AR PR R A T R @)

1.3 ?Eﬁi@ﬂ’blﬁw #2337 PR
(D). W Emm sy 1200 FRERS -

(). FHRBERFG5S 312 32HP -

(3). & PR B % FRAF LAT > #024p I HS_NO(GE 47 7 AL ik 55)+
HOSPITAL(F% FWH B KEY £ T 7 #d 420§ {371 AT

(4). % piic BT Ao F LAT 30 4p b HOSPITAL(F ¥ 4445
7% )+SAMPLE_RECEIVETIME(# # 4 * p 7 )+NHI_CODE( i -4+ i}
75 )+SAMPLE_TYPE(} ##647) 5 KEY £ % T ¥ M 4pp % { 372
BATR G
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2 $rk s(HIS/LIS)% Gateway 3 # 3ip

B bt 241 fiGateway 7 #ij5i7HA
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BbtiREEREE || Gateway FRsUfE |

(EH{ P \,.Elg o [ |
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21 Frp FRFRS(FHR LIS
2.1.1 i€ 3R 4 FE A7 5N

FRlasrg B R AR o B HISILIS k¥ chid 4 opte
%P frE s EF A RA BT 2 258 2 BB sy Gateway
HRLUAFREGE R 0 sy Gateway * | pra-p dig (7 @5 Fop
FedTdi % 2 A4 sl 2 TN FHP LAY 2122 13
"EF R HISILIS fgsc Fh % 2l d A £
RS MEFLFIERAR Y ERCATHERZE FEHF -
2.1.2 @R L/ A A AR
2,121 ERA LR AN
Foh e Bl 4Fn L e 4230 > p B 3f B Gateway # &5
2 (upd_lab_daily » upd_lab_monthly)® i 3 3 AJE 5k f5 > i i (7
HF R A S IR A T I B
2122 4ph S8R A2

PR AL FARE S AR R ELFPA] R EF R
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AR BE N AS 2 0 Paih Gateway #-7 PF -5 AT N8 A Bow 3 Fard
Gateway » #F #L & & 2 email = 3¢ iﬁrrgﬂ;i G IE TR AR %51% EXEs
FOp AR AR A2 ] B R Pt AR AR AR SN A 5 AT AR
Fho Pzl Gateway ¥ T E T ABAARMER A EF 1138, ¢ 35
(1).REF_DATA VERSION (7 5% & 4241 &)
(2).REF_ERR_CODE (4% :%-#5 5% %)
(3).REF_RESIDENCE (#8427 ¥ 75 %)
(4).REF_INSPECTION_ITME (65 P 7% %)
(5).REF_SAMPLE_TYPE (i% %4 fa 57 (System) 75 %)
(6). REF_INSPECTION_METHOD (# 2% = ;2 (Method) 7§ %)
(7).REF_LOINC_MEASURE

(LOINC ip| & H = /& 1+ (Property) #~z5% %)
(8).REF_LOINC_SCALE (LOINC 5% ¥ i+ 14 (Scale) 5 4)
(9).REF_PATHOGENS _LOINC (LOINC 5 4)
(10). REF_PATHOGENS_NHI (i ft 18 i -3 i 75 4 /& % )
(11). REF_PATHOGENS_MATCH (5 R #8 » 37 & fa 5% 5 P ¥/ %)

)-
)-
)-
)-
)-
)-

LR FAA LD 4T

REF_DATA_VERSION (7§ 5% #5414 )

KEY

Wi | FRUS o

PK

DATA_NAME |varchar2(50)| % # &4~ &l : RESIDENCE

VERSION varchar2(4) |5 & if-kK5L » 4638 #### > 5 0 0001

FH AR > £33 YYYYMMDDHHMM

UPD_TIME datetime
- &) + 201308011310

REF_ERR_CODE (4 :#-4 * 45 %)

KEY

i e A FHUE o

PK

error code » & Suw| 48 TEAT A 48 I e A 5F

CODE varchar2(9)
& : LABO10001

DESCRIPTION |varchar2(255)|% % #5 it » o] © ¢ #FH 2@ R4 e

22



REF_RESIDENCE (#4275 % 45 %)

KEY|  #i &4 FAE o
PK [ TOWN varchar2(4) |7 5c % # 5% > & 1 0101
TOWN_NAME varchar2(6) |FFcw ¥ tf > &) P Pl %
COUNTY_NAME |varchar2(6) |®:# &4 &) @ 5t
REF_INSPECTION_ITME(# 2% p ~ 7% %)
KEY W e f oA Fp
PK |CODE_NAME varchar2(20) |#~# > & : Strepn105
NAME -
ITME_NAME varchar2(255)

%] : Streptococcus pneumoniae 5 Ab.IgG

REF_SAMPLE_TYPE(4 %4 8 #¢(System) 5 %)

KEY| # e t4 TR wm
PK [CODE_NAME varchar2(20) | %% > & : T046
CODE varchar2(255)|Code - ] : Gast fld
NAME >
TYPE_NAME varchar2(255)

] © Gastric fluid/contents

REF_INSPECTION_METHOD (5 - i+ (Method) 45 %)

KEY Ry oA B
PK |CODE_NAME varchar2(20) |~ 4% > & : M157
Code -
CODE varchar2(255) i ) )
%] : Terminal deoxynucleotidyl transferase stain
NAME >
METHOD_NAME |varchar2(255)

%] : Terminal deoxynucleotidyl transferase stain

23



REF_LOINC_MEASURE (LOINC ip| & & = 1+ (Property) 5 %)

KEY| # i 24 TR e
PK |CODE_NAME |varchar2(20) |~ 4% » & - PO1
CODE varchar2(255)|Code - #] : ACnc
MEASURE NAME -
varchar2(255) . ) ,
_NAME | : Arbitrary Concentration - k&

REF_LOINC_SCALE (LOINC 5% ¥ = {+(Scale) 754 )

KEY| # =4 T o
PK |CODE_NAME varchar2(20) |~ 45 » &] : S02
CODE varchar2(255)|Code - ] : Ord
NAME >
SCALE _NAME |varchar2(255)
5] : Ordinal % #%
DESCRIPTION |varchar2(255)|%] © § B & 5 F i > 40 14 ~ 2440 3+ 5

Bl F s 2T R F o

REF_PATHOGENS_LOINC (LOINC # 5 %)

KEY Wi & 7oA P
PK |[LOINC ID varchar2(20) (& : 17013-4
COMPONENT |varchar2(255)|#] : Influenza virus A+B Ab
PROPERTY varchar2(20) |#] : ACnc
TIME_ASPECT |varchar2(20) |&] : Pt
SYSTEM varchar2(20) |1 : Ser
SCALE_TYPE |varchar2(20) | : Qn
MOTHOD_TYPE |varchar2(255)|i : IF
CLASS varchar2(50) || : MICRO
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REF_PATHOGENS_NHI (7 f 1 i (-4 § 75 $ s %)

KEY

gr

3]

Wi o

R
G

o

PATHOGENS [varchar2(20)

7 R A > & © Salmonella species

NHI_CODE varchar2(9)

Wi A5 0 ] 1 06013C

REF_PATHOGENS_MATCH (s & #8 » #7 & fa % 7 P $1 /6 % )

KEY

o=

Lo P

w

PK

PATHOGENS varchar(255)| 5 7 # > ©] : Enterovirus

PATHOGENS_CLASS|nvarchar(20)| / # ~ & > ] * J5 4

PATHOGENSALIAS |varchar(255)|# % P &% > &| : Entero
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30 TRZZFTHAFEAF IR FRPZE pEEFERS)

WGEHES 5 p B

[ REREEL R oA

it - STREFTFERP GBI A THBIE(F p EER X))
2. TR (‘éf, 13019B ~ 13020C -~ 13021B ~ 13022B -~
13009B ~ 13010B ~ 13011B ~ 13014B ~ 13015C ~ 13023C ¢t) »
¥ & % Listeria monocytogenes ~ Salmonella species ~
Streptococcus agalactiae ~ Streptococcus pneumoniae ~
Streptococcus pyogenes -~ Yersinia enterocolitica ~ Campylobacter
species ~ Mycobacterium tuberculosis complex ~ Influenza virus -
Parainfluenza virus -~ Respiratory syncytial virus ~ Rotavirus ~
Enterovirus ~ Hepatitis B virus ~ Hepatitis C virus ~ Hepatitis A
virus ~ Norovirus - Adenovirus ~ Herpes Simplex Virus ~ Vibrio
parahaemolyticus % 20 fap R L ]tn‘_—*ﬁ T B iE o
> # ! Listeria monocytogenes ~ Salmonella species ~ Streptococcus

agalactiae ~ Streptococcus pneumoniae ~ Streptococcus
pyogenes ~ Yersinia enterocolitica ~ Campylobacter species ~
Mycobacterium tuberculosis complex ~ Vibrio parahaemolyticus
%9 T RPF o g Ap e HS_NOQGE 47 3o ik
%MHO&WAM%@%&@%M%EV%%%ﬁﬁjé1%ﬂm~
13020C-~13021B~13022B-~13009B-~13010B~13011B~13014B -
13015C ~ 13023C 2. 2 |4 4k Pl 4% & »
INSPECTION_RESULT_1 (% 1 ¥ Bl & % ) i+ o

32 TREZRTFTHpHEE IR ) THERFE P Bt

WG & p g g

Wb BE Al p PR RRE s TRRETR BUE AR
FHRF(E P RCEH)N T2 TR R o p B AR
it o TR A R o

33 TRz FTHRpFPEAFIR  Fripi

WAEE TR TR o« o~ v ek o httpr/edicde.goviw/ | T % B>
SR R R R R NN S (I E L SR
HREFRp B AN Pirtgid
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G- s TR TR B S FRBE(E P @)

—  BIXER  BHMREX

— - EREE

(—) ~ UMFRAIZ T2 fR#HEERS 4 (BR13019B ~ 13020C - 13021B ~ 13022B -~ 13009B - 130108B -
13011B ~ 13014B - 13015C - 13023C%h) - REZ#20ERIRIEEEMEREBEAFE -

() ~ i Listeria monocytogenes ~ Salmonella species ~ Streptococcus agalactiae ~ Streptococcus
pneumoniae ~ Streptococcus pyogenes ~ Yersinia enterocolitica ~ Campylobacter species -
Mycobacterium tuberculosis complex * Vibrio parahaemolyticus59%&/mI/R ISR - FBEEZE TR
&% 1 4130198 ~ 13020C - 13021B - 13022B - 13009B - 13010B - 13011B - 13014B - 13015C -
13023CZinZE MDAl R -

IR AS EIRHLES iZ2EIEH EEEsR AR

12002B Z &G E Widal & Weil-Felix test

121308 YPEIECE MR Salmonella AG

13006C POty - BRI RS 2 AEBEMREE

13007C AEEELTREOE—RAE 52 55

13008C %%%ﬁ%ﬁgi?ﬁéﬁ%fﬁ ’ ?FLEQB/%M\)

13009C MRS - 1 =&

13010C MEZEY RS - 2 =13

13011C ARz Rt - 3 ERERLE

130168 MRTE

130198 Al B T2 B Sensitivity test (tube
method)

Salmonella
species MERSREABMICE) — =& [(TIWMEY

2 SR HIE R E (minimum inhibitory

13020C concentration MIC) ]
Bacteria MIC test (1 species)
MAERFRMEAEBMICE) —_EE [(MMEY
# SR HIERE (minimum inhibitory

130218 concentration MIC) ]
Bacteria MIC test (2 species)
MEZFRMHEBMICE) =—BEM L [#
G2 RN ER E (minimum inhibitory

130228 concentration MIC) ]
Bacteria MIC test (3 species)




- s TRRZ TR BLE R THRBEE P Bix)

AR EASRE REGER
13023C Bacterial minimal inhibition concentration
rapid detection

BEUEIKE IR (LB REZR)
12125C Streptococcus group B Ag-latex
agglutination

120058 HEIKEAIIEEER Streptokinase test
13006C oty - BRI R 2 AEEMREE
13007C MEEBERCRE(OE—RAE 55 RS
13008C ZRHHRNIEEET - MEEERIN
13009C ARZE GRS - 1 BiE
13010C ARZE U SR - 2 BiE
13011C AEEE U SR - 3 EERM L
13016B MmEEs
130198 Al B T2 B Sensitivity test (tube
method)
MAERGRMAEBMICE) —&Fi& [MEY
Streptococcus 13020C EEEE“U%TE?EUEfﬁ(mlnlmumlnhlbltory
agalactiae concentration MIC)]

Bacteria MIC test (1 species)

MAERFRMEAEBMICE) —_EE [(MEY
# SR HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MERSEREHRRBWMICE) =ZEBREM £ [
Y EER & EAIERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228B

AR EASRE REGER
13023C Bacterial minimal inhibition concentration
rapid detection




- s TRRZ TR BLE R THRBEE P Bix)

66
[ = 45 B 2 22 4R GBSER iR
67
68 B {2 E @B 2 R EE 2 a2 IR GBSER R

ik EIKE R (FLB B &%)
12126B Streptococcus pneumonia Ag-latex
agglutination

f B BER R E

12123¢ CSF quick test
12172C FR& IR IKE R Pneumococcus Ag (urine)
13006C et - BREYMRS W2 AEEMIERE
13007¢ AEEEEERE(OE KR =25 Fa
=y =% L iZ“”E':"“‘, "'5"2"'*'/\
13008C ERB2NBEET - MEBERKRSN
13009C MR GRS - 1 BE
13010C MR GRS - 2 BfE
13011C Azt ER - 3 EEMU L
Streptococcus
pneumoniae [13016B M&BE
130198 Al B 12 B Sensitivity test (tube

method)

MEZFREAEBMICE) — 518 [IMHEY
1) R EE (minimum inhibitory
13020C concentration MIC) ]

Bacteria MIC test (1 species)

MERSEMEABWMICE) _EiE (g
# SR HIE R E (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (2 species)

130218B




- s TRRZ TR BLE R THRBEE P Bix)

MEZFRMHEBMICE) =—BEM L [#
130228 E%%ﬁ“ﬂ%ﬁ?ﬂﬂiﬁfﬁ(minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

AR EASRE REGER
13023C Bacterial minimal inhibition concentration
rapid detection

MIBIKEARMZEO WERE

12003¢ ASLO, anti-streptolysin-O test - 3 MMl
MEIKES MEO MERE

12004C ASLO, anti-streptolysin-O test - &&ELLEE
Nephelometry
ABBEIRE TR

121658 Streptococcus group A antigen (EIA)

13006C e - 2B R 2 R BRI E

13007¢ AEEEEERE(OE—KEE  H2E - RS

13008C ERESNIEEET - MEBRERIN

13009C AEZEYBRES R - 1 BfE

13010C MEZEY SRS - 2 BfE

Streptococcus |13011C AR SR ER - 3 ERER L
pyogenes _
130168 MzFE
130198 i B T2 M B Sensitivity test (tube

method)

MEZGFRMABMICE) —&FE [IMEY
# R HIERE (minimum inhibitory
13020C concentration MIC) ]

Bacteria MIC test (1 species)

MAERFREAEBMICE) —_EE [(UEY
Z SR HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)




- s TRRZ TR BLE R THRBEE P Bix)

MEZFRMHEBMICE) =—BEM L [#
130228 E%%E“U%ﬁ?[ﬂfﬁfﬁ(minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

MR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection

EE LRI IRE R IB AR

12182C DNA qualitative amplification test
12184C EaERE AT SRR
DNA quantitative amplification test
13006C Bt - BREY R 2 IR R MIRIRE
13012C MEREIEE Acid-fast culture
13013C MEEREEHE
MEEZEY U MR
130148 Sensitivity test of acid-fast
- —REEYLIH
Mycobacterium BB EE Y R B
tuberculosis 14301 5¢ Sensitivity test of acid-fast
complex - mAEEL
13016B MmrE=

AR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection

A

13024¢ iszec%l%(;;is (T.B) test

13025C MEHRERRRERS

13026C ﬁ@ﬁi‘é%ggﬁlﬁH%{E%E%%%%&EEEME
BRITNEE 2 R IR & 2 4)

14065C MITHREARRSNR

14066C MITHENE B BmEN/R

5



- s TRRZ TR BLE R THRBEE P Bix)

MITHENE B mEsmisEaings
Influenza virus 140218 Influenza B CF Ab
e B R IEE
140018 Isolation and identification of virus
B R E M R A B
12183C RNA qualitative amplification test
B LEL SR T E RIS R
12185C RNA quantitative amplification test
BT ERS1ENIR
140158 Parainfluenza virus type 1 Ag
140168 BIRITHRERE2EMIR
Parainfluenza virus type 2 Ag
140818 B ITHRERE3RNIR
Parainfluenza virus type 3 Ag
BIRTHRERE1 A mEE S
140178 Parainfluenza type 1 CF Ab
Parainfluenza 140188 BT ERSB 2L MmisE S ke
virus Parainfluenza type 2 CF Ab
BlRITH R ERE3 L misE S e
140198 Parainfluenza type 3 CF Ab
TR e ) i K TE
140018 Isolation and identification of virus
BB 0 T M RIS A B
12183C RNA qualitative amplification test
B R E S RIE R
12185C RNA quantitative amplification test
140108 FIRER S RENIR
Respiratory syncytial virus Ag
140118 [FIRERM S REmEASES
Respiratory syncytial virus (RSV) CF Ab
Respiratory 140588 FIRE S AR ResaEe RSV screening test
syncytial virus RN E RIETE
140018 Isolation and identification of virus
B R E 1 R A B
12183C RNA qualitative amplification test
B LIL SR T E RIS R
12185C RNA quantitative amplification test




- s TRRZ TR BLE R THRBEE P Bix)

140268 BiAmET/R Rota virus Ag
14027C Emik w52 Rota virus Ab
TREDEENIET
Rotavirus 140018 Isolation and identification of virus

2B R E 1 R IR Al AR

12183C RNA qualitative amplification test

B ZEL R T E RIS R
12185C RNA quantitative amplification test

B dmas 7 18- IgMin BS (R IR g B arl B
140568 Enterovirus 71 IgM antibody
14025C f&E AR E 7037152 Entero virus type 70 Ab
140238 f b 25 B Bl 3e (B I1R)

Coxsackie B virus Ab (each)

0% B Bl s ket 511 52(B1-B6)

Enterovirus  |14024B Coxsackie virus CF Ab (type B1-B6)

TRes 70 B K

140018 Isolation and identification of virus
12185C ilfjl\?lﬁ)i}fiEiiﬁtfa%\t%if?fﬁﬁcation test
14030C B BT R FZE /R HBsAg - Latex &
14031C B BT KR E /R HBsAg - RPHA &
14032C B BUpTRFE IR HBsAg - EIA/LIA
14033C B BURT R FRE#13E Anti HBs

14034C BAUFTKein/R1E HBeAg - RPHA &
14035C BEUATKefn/RiE HBeAg - EIA/LIA
14036C B AUt Ken St E Anti-HBe (EIA/LIA)
14037C B BB KOst E Anti-HBc (EIA/LIA)
14038C B A R ie R BIKEAMIRE

Anti-HBc IgM (EIA/LIA)
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14055B BRIFT R FZE M ASERE Anti-HBS titer
0%026C  |FmEIRE ALT il
BB E M RIE i
12182C fl\igf:ﬁtﬁaiifemaf}:liific?ion test
Hepatitis B virus 9 P
EauEZE R TS RIEH R
12184C DNA quantitative amplification test
27033C B EM RERE MRS RE D
27034B B EIM RERE M RE D
27035B B B Kefn RIS & 2 A
27036B B B Kefn B T & D AT
27037B B B Kz O ie AT e A
27038B B EM Rz misREKREBMIRE
BEIM REKE MW ERE
27039C Anti-HBs titer
Bl 2 = B 2 22 4% E A BAUAT ke /R HBeAg
69
B2 E M) 2 2w ERBREM X RE IR
HBsAg
I 48
21+11001C R AEBCEIFT K ER iR -EEBISSE B B AR 51
B
X $2BCEYRT % Bt - EE B S5 AR AR B R/
2+H00IC ) o e a2 %
CEURT R s i B R
122028 HCV Genotyping Test
- AR B AR EHE N EE (RealTime PCR)
CEURT R s i B R
12203B HCV Genotyping Test
- — B alsEHNEE (PCR)
14051C CEM R mEniEasE

HCV Ab( EIA/LIA)
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Hepatitis C virus 14072B CEIfF 2 ER2E  RIBA test
09026C RIREL IR ES ALT AR
A 2= =3
OB BE fA E M IR IS Al B
12183C RNA qualitative amplification test
BB IE A E ERIE S R
12185C RNA quantitative amplification test
FU T KL 655 k6 482
21411001C B fiEBCEIFT K EF iR -RRBISSF U B HE L BT
Bao=x
B 2 BCEUAT K Rt - RIS S DIB H A fE & /)
25+LI00LC o v e sy 7, %0
13006C ety - BRI RS 2 AEEMRRE
13007¢ AEEEETRE(OE—RAE  HE - ES
Ey=a'1 £ %"*“%.—'—. L ﬁ-‘"‘-/\
13008C ERHZNIBSET - MEEIRIN S e
13009C MEEYGRMERR - 1 BE B RIRIS
13010C MEEYGRMER R - 2 BE B RIRIS
13011C ARG RS - 3 EEL L B RIRIS
130168 MREE
130198 i B T2 M B Sensitivity test (tube
method)
Yersinia MEZRFRMUEABMICE) —EE [HEY
enterocolitica |13020C 22| By (R HD DR Z (minimum inhibitory
concentration MIC) ]
Bacteria MIC test (1 species)
MEZRFERUEHBMICE) —_EE [(IMEY
130218 2 REHERE (minimum inhibitory

concentration MIC) ]
Bacteria MIC test (2 species)
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MEZFRMHEBMICE) =—BEL L [#
Y EEE & EAIERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228

HE & EHISEE iR b
13023C Bacterial minimal inhibition concentration
rapid detection

13006C Bt - BRI R Z AEBMRERE

13007C

e

AEEaEEREEE—RIE BEE - R

SRHUEBETE - MKEERN
13008C

13009C MEZEYBUR TR - 1 B2

»l

13010C AR B ER - 2 B2

13011C MR MR - 3 BN E

130168B MREE

A B T2 B Sensitivity test (tube

130198 method)

Campylobacter N o . L N
species MEZRFREABMICE) —&2 [MEY
13020C ) R EEE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (1 species)

MERSRMHARBRMICE) —_&EE [(MHMEYD
Z SR HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MEZFRMHEBMICE) =—BEM L [#
Y EEE & EAIERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228B

10
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AR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection

13006C Bt - BRI R Z AEBMRERE
13007C

HEEEEERE(EE—RAE - ER - Ra

SRHHZNEEETE - MEERN

13008C

13009C MRS - 1 E18

13010C MRy - 2 BiE

13011C MmNt - 3EEM

130168 bzt

130198 Al B 12 B Sensitivity test (tube
method)

Listeria
monocytogenes MERFEMERRMICE) —&EE [MEY
13020C 22 SR HIE R E (minimum inhibitory

concentration MIC) ]
Bacteria MIC test (1 species)

MAERFRMEABMICE) —_EE [(MEY
Z SR HIE R E (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MAEZRFERMEHBMICE) —EER E [
F ) HEHANERE (minimum inhibitory

130228 concentration MIC) ]
Bacteria MIC test (3 species)
AR ENGRERIER R
13023C Bacterial minimal inhibition concentration
rapid detection
\ = /\ B4, ‘E]I:_-lr—‘ﬂ
14001B RE DR ETE

Isolation and identification of virus

11
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AZRBFRMEREIKEBMBRE Anti-HAV

14039C IgM ( EIA/LIA)
14040C ABIRFRIEE Anti HAV
*HH*/\AHELIQ1¢EE /\%u
o st
09026C Rz ELE LB ALT AFFES A E &
=R A e N Ed e
12182C %%L?fﬁ)%?fglﬁa?ﬁmf&ﬁ}f'i_ ﬂ%
DNA qualitative amplification test
Hepatitis A virus A
P o184 EERIER B R
DNA quantitative amplification test
ABIFF R S B AT
270188 Anti-HAV
AR R REIREBMMBE 2B DT
270408 Anti-HAV IgM
ABUFF I ES
27041B Anti HAV
mEDBERETE
140018 Isolation and identification of virus
, OB SR E TR I ol B
Norovirus —112183C RNA qualitative amplification test
BB A E1RIT A R
12185C RNA quantitative amplification test
mED BN ETE
140018 Isolation and identification of virus
14002B BRmE s 5 ke Adenovirus CF Ab
: H?F%ﬁﬂé @& Adenovirus Ag test &F : &
Adenovirus |14064B o TR RS T -
=R A e R Cd
12182C %%VM(E@E&?EEI&*TE? ﬁ%
DNA qualitative amplification test
12184C EauEZEREESRIEE R

DNA quantitative amplification test

12
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a5 ) Bk K i T

14001B Isolation and identification of virus

14005C BimErRsl IHEES s (R 1E)Herpes
simpliex virus CF HSV Ab (each)
e - : .

140528 BB ZHESE IgMItis Herpes simplex virus
IgM Ab

Herpes Simplex BaiEBmE-18-271R Herpes Simplex
: 14053B .
Virus Virus-1 Ag or-2 Ag

140698 BaMBrRElgGERENEHE HSV-IgG

12182C EEEZR AT M EIL iR
DNA qualitative amplification test

12184C EEBZER AT S EIG R
DNA quantitative amplification test

13006C oty - BEY KR Y2 AEREMRRE

13007C L o
AREERERE(EE—RAE  HEFE - [Ra:
ZRHRNIEEETE - MEEERIN

13008C

13009C ARZEY SRR - 1 EiE

13010C ARZEYBURERRR - 2 B

13011C AREZEY SRR - 3 EREM L

130168 Mm&EsE

130198 i;te%;ﬁfié)'fiaﬁ%ﬁ Sensitivity test (tube

Vibrio
parahaemolyticy FAEEREIERMICE) —E8 [AMEY

) 2 (AR (i o

13020C /ﬁﬁJaﬂEﬂﬂ =& (minimum inhibitory
concentration MIC) ]
Bacteria MIC test (1 species)
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MAERGRMEAEBMICE) —_EE [(UEY
# R HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MEZFRMHEBMICE) =—BEL L [#
Y EEE & EAIERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228B

AR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection

14
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— AR T E AR -
T (R DU F I - TS T RRHLITRS | 5 R R SRR 3

&y R e fE A -

1 09026C
2 12002B
3 12003C
4 12004C
> 12005B
6 12125C
7 121268
8 12129C
9 12130B
10 121658
11 12172C
12 12182C
13 12183C
14 12184C
15 12185C
16 12202B
17 12203B
18 13006C
19 13007C
20 13008C
21 13009C
22 13010C
23 13011C
24 13012C
25 13013C
26 13014B
27 13015C
28 130168
29 130198
30 13020C
31 13021B
32 13022B
33 13023C
34 13024C
35 13025C
36 13026C
37 14001B
38 140028B
39 14005C
40 140108
41 14011B
42 14015B




MR s TR TR AR k) BE BB K (F P i)

43 140168B
44 14017/8B
45 14018B
46 140198
47 140208
48 14021B
49 14023B
50 14024B
51 14025C
52 140268B
53 14027C
54 14030C
55 14031C
56 14032C
57 14033C
58 14034C
59 14035C
60 14036C
61 14037C
62 14038C
63 14039C
64 14040C
65 14051C
66 140528B
67 14053B
68 140558B
69 140568B
70 14058B
71 14064B
72 14065C
73 14066C
74 140698
75 140728B
76 14081B
77 27018B
78 27033C
79 27034B
80 27035B
81 27036B
82 27037B
83 27038B
84 27039C
85 270408
86 270418B
87 66
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88 67
89 68
90 69

91 21+L1001C
92 25+L1001C




