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TRANSFER _
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%i*ﬁﬁa‘#ﬁ/ﬁ%f}d:ﬂOﬂOOOH B ETHEIF
(128 fg Fre s b)) LA 4
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DIAGNOSE_ ZETIN 1.4+ ICD-9-CM(=
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DIAGNOSE_ XXXX > (5 fr i 2
varchar2(8) "
CODES5 EA R R i
3 g
INSPECTION WERE 2P HRER - 5
_CREATET! |varchar(12) YYYYMMDDHHMM & L
ME » 1 201308011010
Wk A B FIp fvE- ik
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uLT B 1 01

B3t v FHit 1.%

INSPECTION_ITE
M%A-B~CH#2
TinF M p
4 sk ALT o500l
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A ’—;J P [

Part4 |LOINC_TIME |varchar2(3)

LOINC & 5 p# & 14> & : TO1
(¥ %% LOINC ¥ 1 Time i)

e

TO1-PT ; TO2- 4 3
B T99-H s
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%4 it = ~LOINC

LOINC_MEA )
Part5 varchar2(3) (¥ %% LOINC ¢ Property :| ~ 3 |B|£H = B~ E
SURE
) %
LOINC 2 ¥ = 44> ] : S02 %% vt = ~LOINC
LOINC_SCA X
Part6 = varchar2(3) (¥ %% LOINC 7 Scale ehig)| w# |#S%E =HIEAE
%
LOINC %5 » ] : 600-7 ~ %% vt = ~LOINC
LOINC varchar2(7)
6584-7 55 %
]

% Gateway k St B chffl - FRsH? 35

REMARK CHAR(1) x> 4% X : badrecord
VERSION TIMESTAMP { FTicspr
[#3x1]

Pgte 0] RBEE R AERERAREA S AR F o FFRART

S B IDNO%&V;‘:%@?J% ML :‘;E&fﬁ}}iﬁ T IN

EsuLTa.

ML

AR A6 AATRE T Py X U RAR(248) 5 e
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[ for

o

1.2.2.1 XML SCHEMA
AR R TR

<?xml version="1.0" encoding="Big5"?>

<IDOCTYPE § =% 2 F 74 [

<IELEMENT § 2% @ 4F 78 (LI P F+)>

<IELEMENT :4F p 7 (4% T k5L, 78 Téﬁig?] p g pF ¥ FHHECB BRI E LR S ET R
MLNAERESWRA AL ST TR L TR AR R R p R R F AL LR L
ETRB2LUERBIVE R BALE B SKREF P IFRT ) eshri- B %A P L4, P
HREFEEPEAEHRAN %R 2 REE C RARFLP PRI RES S RBELIRPIE S R FL B2
W1 et sk B %, % 3L LOINC 5% PF 7 14, LOINC Pl £ ¥ = 14 LOINC ¥ 5 & i+ 14 LOINC ~ #5)>
<IELEMENT :{ 48 F#L75 -k 5. (#PCDATA)>

<IELEMENT 3 #! & ﬁi%l p #p pERF (#PCDATA)>

<IELEMENT ¥ ¥ #1755 (#PCDATA)>

<IELEMENT 5 5. (#PCDATA)>

<IELEMENT +#+ ¢ (#PCDATA)>

<IELEMENT R % & 4 % 5 5. (#PCDATA)>

<IELEMENT 44 %] (#PCDATA)>

<IELEMENT ' 4 & (#PCDATA)>

<!ELEMENT 5 & = #8 5.5 (#PCDATA)>

<!ELEMENT 5 & = @ T 3% (#PCDATA)>

<IELEMENT :ﬁfa B Az T3 (HPCDATA)>

<IELEMENT i 13 257 #R4E (#PCDATA)>

<IELEMENT ‘?“%’? p # pF R (#PCDATA)>

<IELEMENT ﬁ*u%’? # 3] (#PCDATA)>

<IELEMENT % %7~ 7% 1 (#PCDATA)>

<IELEMENT % %71 7§ 2 (#PCDATA)>

<IELEMENT ¥ %7 % 7§ 3 (#PCDATA)>

<IELEMENT % %7 7§ 4 (#PCDATA)>

<IELEMENT 2 %7 5 (#PCDATA)>

<IELEMENT # 5% ® = p #) pF ¥ (#PCDATA)>

<IELEMENT [ p 5% re—- B 5. (#PCDATA)>

<IELEMENT 5% % P & # (#PCDATA)>

£
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<IELEMENT %8 1ci p #f & (#PCDATA)>

<IELEMENT i %3 i % (#PCDATA)>

<IELEMENT % fé47 (#PCDATA)>

<IELEMENT % = i# (#PCDATA)>

<IELEMENT | & ¥ = (#PCDATA)>

<IELEMENT 5% 3F 4 p #) pF & (#PCDATA)>

<IELEMENT ;% % % (#PCDATA)>

<IELEMENT #7214 # ip| & % (#PCDATA)>

<IELEMENT {5 %% & (#PCDATA)>

<IELEMENT 2|3 {5 ch¥s % % % (#PCDATA)>

<IELEMENT # & (#PCDATA)>

<IELEMENT LOINC # % & /¥ 1+ (#PCDATA)>

<IELEMENT LOINC i#| £ ¥ = /%12 (#PCDATA)>

<IELEMENT LOINC # % ¥ = 1+ (#PCDATA)>

<IELEMENT LOINC # # (#PCDATA)>

>

<P B F UL FTHF>

<{HRP B>
<E AR FORIORESE R T RIS (4 Frm A 2 ) <AL FEIk 5>
STOR UGB P P> AR A G PP 0 YYYYMMDDHHMM</ 4 & 6 0 3 pr >
<¥ F 4 S AB>1101100011 (12 5 i Fres bl ) ¥ s>
<:)I§; FEEL>Te }?5 @:%ﬁd:}% 5>
<k f;,>:)§; Bt o</it &>
<HALAFEFESRAL LSBT IREA LR A TERILIRNAL S EFE>
<} w>01;01-5 ; 02-% ; 03-H & </{u]>
<h4 E>RNLYYYY< 4 &>
<R EEBERA>E LS ﬁﬁ’%m%wﬁs B>
<SHRELPTESRL AP THE 0 60221111234 #123</pm & 2 @ T 5>
<R AL TR>HA LR R 6 0221111230</% & 6.2 § 3>
<A P BA P FREESO118; 5% FRELD Fe (N 75 £ </3L 3 3+ BhH SR4E>
<f‘%%§ P RERE >N A YYYYMMDDHHMM</TI£§5 PP PR >
<%%%5$E§‘J>Ol; 01-F# 5 02-52 5 03-1iF; 09-E4 ~ 2T H </T‘%§¢\F
<Z #7178 1>ICD-9-CM;ICD-9;ICD-10 & # % i% i %% RODS</# %714 45 1>
<¥ 718 45 2>ICD-9-CM;ICD-9;ICD-10 # # % i 1% RODS </ #7i% 15 2>
<¥ 718 45 3>ICD-9-CM;ICD-9;ICD-10 # # +” if 1% RODS </ #7i% 15 3>
<% #7515 4>ICD-9-CM;ICD-9;ICD-10 # # % i 2 RODS </ #7 % 25 4>
<¥ #7114 45 5>ICD-9-CM;ICD-9;ICD-10 # # % i i RODS </ #7i% 15 5>
<t B = pPEEF>KRN S YYYYMMDDHHMM</# 5% B = p # p >

\\\Xr \\\Xr \\\Xr \\\Xr
o ok ol

N
ol
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<P e krE— ﬁ-“%{fh>%5}‘;ip\ S e S B/ R B
<H %% P+ #>Salmsp001; 5% 5% 78 p 4B A </HkS%IE P L AL>

<t BTt p P> 2 YYYYMMDDHHMM</ ¥ 48 j< 2 p #) p 7>

<HE g 1 48 >06013C; i 4 i A5 & 47 €A% SARS-CoV-2 ik -4+ #5 & § § -4 888888,% SARS-CoV-2 2
i R AL R B R P T 999999</ i 4 i 45>

< ABAEATSTOL; 54 4 R0 AE5T (2 78 % </Hh R fo 2>

<t E>SM049; 4 % 2 N A</ 2>

<#|E H =>5] 1 CPM ~ titer ~ mIU/MI</ip| & 8 >

AL P RS S YYYYMMDDHHMM</4 5 4F 2 0 3 gt >

<t E>7 F 45 6] 0 Ippm  1:20 </He % >

PEH RS RS T <P e B >

<K ET B> IR E</RBH LT E>

<R RRS FSEBERR S DL ORS00 02 R 1 e sk 5 >

<H > F 5 </ >

<LOINC # %% & & 12>T01(¥ %4 LOINC ¥ ¢ Time &);T01-PT;T02- A 3p 5 T99-# & </LOINC 5 p* ¥
B>

<LOINC 7| 2 ¥ = 4#>P01(¥ %% LOINC ¥ Property :77i&); %4 LOINC 7| & H =14 i 75 % </LOINC 7|
5>

<LOINC ¥ 5 ¥ = #>S02(¥ %% LOINC * Scale #ig); %% LOINC ¥ 5% H = 1+ 55 & </LOINC ¥ 5% ¥
>

<LOINC # #6>600-7; %% LOINC 7§ % </LOINC 75>

<[LAFP F>

</ B F AR TOR>
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R T

<?xml version="1.0" encoding:"BigS"?>

<IDOCTYPE % % % %3 F# [

<IELEMENT % % %32 541 GLdRp 34>

<IELEMENT i 4F p % (F F 1845 A8 e M4 & P 0 4t 1 48, W R AT, 1 % 40 2 dg0)>

<IELEMENT ¥ ¥ 4§ 45 (#PCDATA)>

<IELEMENT # %< ¢ p #§ (#PCDATA)>

<IELEMENT i 4 § #§ (#PCDATA)>

<!ELEMENT #4645 (#PCDATA)>

<IELEMENT ;2% 4, i #ic (#PCDATA)>

1=

<P B F T A>

<" AP F>
<¥ F 4 S AB>1101100011 (12 5 i Fres bl ) ¥ >
<tz p P> L YYYYMMDD</# 88 jci* p 5>
<ik B4 AES06013C; % W i = 975 i et 1§ 48 2 47 2B </ R4 B>
<HAFAFSTOLL; 54 i = W AR AT S 78 4 </t W AE >
<He B 4 1 B B R </ e B L 1 >

<[P F>

<9 % F AT
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1.2.3 CSV i}%:}%.
* 1@4@9 TSR e R T TR L R l‘@?ﬁ%i » B - AR
@I+ TR LR B R PEL . - i CSV infp kv U

1.2.3.1 CSV FORMAT
FPAEBEFH
v',ﬁi],??_}l b }\%;un n?\,} L@%]Bﬁppgfnn "?1#&"%-1‘\“{%" "}];:v’i-ﬁ_%t" n‘&,}, zn vvwg\ﬁ//’q\—;gz‘-f_%{vl "]“J"l:l" n,{, 4 &u ”)}3’7%'{#&%{

LA BT S B D" I BT SRR ";\I‘J» ?g P pEE "))IL ?g ST 6 10 A 20 6 A
3L ET AR AT SN S R B 2 P BRI BN RSk — AR SROT B A AL R M P B R G R
AR R T SR LRIE - GURR T I (e M TS SULPC- S TR T FOR RO ST R R ET

A% 1" "LOINC # 5% % B Jf4+","LOINC ] £ ¥ = {+" "LOINC # % ¥ = 1-""LOINC © #"|@)|

SR N e

E RS AR PR A R R @)

1.3 ?%i@4ﬁa #2337 PR
(D). B Emp sy 1200 FRERS -

(2). FHBERFF5E 312 32HpP o
(3). # PR BEFTALF LA 1040 b HS_NO(E 47 Lo -k L)+
HOSPlTAL(F% T A KEY £33 FRTT B4 p 7 1471 BT
(4). * P @i g F A4 F LAT 0 de b HOSPITAL(F # 45
7 )+SAMPLE_RECEIVETIME (4 #2 1< i p # )+NHI_CODE( i -3+

75 )+ SAMPLE_TYPE( A f6:47) 5 KEY £ i T4 %% i 48 5 1 473
AT AL o
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2 $rk s(HIS/LIS)% Gateway 3 # 3

B b 241 fiGateway 7 #ij:iHA

HISILIS HET-Gateway AT G

BbtiREEREE || Gateway FRsUfEu |

(BF;%{ P .,.Elg o [ | mm
P [ "’( il 1 g P2

om | :

| O e — — | vl i 3R PR | R
o EpREs )| | : :

1

|
: @ E ‘r
Bt | B

ARIEER P mmErnem |
Py

4 L

N WebE i /i

....... ek PN S L S -

21 Ff FRFRS(FHR LTS
2.1.1 i€ 3R 4 FE A7 5N

FRlesrg B R AR AR o B HISILIS k sad chid 4opte
%P frE s EF A RAL B3R 2 2582 B4R sy Gateway
HRLUAFREGE R 0 sy Gateway * | pra-p dig (7 @5 Fop
FedTdi % 2 A4 sl 2 AN FRpP R AY 2122 13
"EFRrerieiT HISILIS dgsc Fh 7% 2l d A R
RS MEFLFIERAR Y ERCIATHERZE FEHF -
2.1.2 @R L/ RS AR5
2.1.2.1 AR L AR50
Foh e Bl 47 L e 4230 > p B 3f B~ Gateway # &5
 (upd_lab_daily > upd_lab_monthly)® i 4§ 34 gg®  fk - 121 s& 47
HF R A S R A T B
2,122 ip M N FEF AR5

PR AN AR AR R ELFPA] R EF R
24



A BE N AS 2 0 Paih Gateway #-% PF B ATR N8 A Bow T Fasd
Gateway » #F#L & & 2 email = 3¢ iﬁrrgﬂ;i GIETEAR %51% EXEs
FOp AR A A2 ] B R P T AR AR AR S A 5 AT AR
Fho Tzl Gateway ¥ T E T B AR EAR A EF 1138 ¢ 35
(1).REF_DATA VERSION (7 5% & 4241 &)
(2).REF_ERR_CODE (4% :%-#5 5% %)
(3).REF_RESIDENCE (#8427 ¥ 75 %)
(4).REF_INSPECTION_ITME (5 P 7% %)
(5).REF_SAMPLE_TYPE (i %4 f8 57 (System) 75 %)
(6). REF_INSPECTION_METHOD (# 2% = ;2 (Method) 7§ %)
(7).REF_LOINC_MEASURE

(LOINC ip| & H = /& 1+ (Property) #~ % %)
(8).REF_LOINC_SCALE (LOINC 5% ¥ i+ 14 (Scale) 5 #)
(9).REF_PATHOGENS LOINC (LOINC 5 #)
(10). REF_PATHOGENS_NHI (i ft 18 i -4 i 75 $ /& % )
(11). REF_PATHOGENS_MATCH (5 R #8 » 57 & ta 5% 5 P $/6 %)

)-
)-
)-
)-
)-
)-

LB FAAEDP 4T

REF_DATA_VERSION (7§ 5= #5414 )

KEY

Wi | FRUE o

PK

DATA_NAME |varchar2(50)| % # &4~ ©l : RESIDENCE

VERSION varchar2(4) |5 & if-kKEL 4658 #### > 5 0 0001

FH AR > £33 YYYYMMDDHHMM

UPD_TIME datetime
- &) + 201308011310

REF_ERR_CODE (4 3545 % 45 %)

KEY

# i g FHUE o

PK

error code » & Suw| 48 TEAT A 4 I A 5F

CODE varchar2(9)
& : LAB0O10001

DESCRIPTION |varchar2(255)|% % #5 it » & © ¢ @7 2@ R4 e
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REF_RESIDENCE (5427 % 45 %)

KEY|  #it4 FAE o
PK [ TOWN varchar2(4) |7 rc % # 5% > & 1 0101
TOWN_NAME varchar2(6) |FFcw ¥ tf > ] P Pl %
COUNTY_NAME |varchar2(6) |®:# &4 &) @ 5t
REF_INSPECTION_ITME(# 2% p ~ 7% %)
KEY Ry oA Fp
PK |CODE_NAME varchar2(20) |*# > & : Strepn105
NAME -
ITME_NAME varchar2(255)

%] : Streptococcus pneumoniae 5 Ab.IgG

REF_SAMPLE_TYPE(4 %4 8 4 (System) 5 %)

KEY|  # & t4 TR wm
PK [CODE_NAME varchar2(20) | %% > & : T046
CODE varchar2(255)|Code - ] : Gast fld
NAME >
TYPE_NAME varchar2(255)

] © Gastric fluid/contents

REF_INSPECTION_METHOD (5 - i+ (Method) 45 %)

KEY W e TR A o
PK |CODE_NAME varchar2(20) |~ > &] : M157
Code -
CODE varchar2(255) i ) )
%] : Terminal deoxynucleotidyl transferase stain
NAME >
METHOD_NAME |varchar2(255)

| : Terminal deoxynucleotidyl transferase stain
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REF_LOINC_MEASURE (LOINC ip| & & = 1+ (Property) 5 %)

KEY 1 & A TR A i B
PK |CODE_NAME |varchar2(20) |~ 4% » &] - PO1
CODE varchar2(255)|Code - #] : ACnc
MEASURE NAME -
varchar2(255) . ) ,
_NAME | : Arbitrary Concentration - k&

REF_LOINC_SCALE (LOINC 5% ¥ = {+(Scale) 754 )

KEY| # =4 FAA o
PK |CODE_NAME varchar2(20) |~ 5 » &] : S02
CODE varchar2(255)|Code - ] : Ord
NAME >
SCALE _NAME |varchar2(255)
5] : Ordinal % #%
DESCRIPTION |varchar2(255)|%] © § B & 5 F i > 4 14~ 2440 3+ 5

Bl F s 2T fe? F o

REF_PATHOGENS_LOINC (LOINC # 5 %)

KEY i & A 7oA P
PK |[LOINC ID varchar2(20) (& : 17013-4
COMPONENT |varchar2(255)|#] : Influenza virus A+B Ab
PROPERTY varchar2(20) |#] : ACnc
TIME_ASPECT |varchar2(20) |&] : Pt
SYSTEM varchar2(20) |1 : Ser
SCALE_TYPE |varchar2(20) | : Qn
MOTHOD_TYPE |varchar2(255)|i : IF
CLASS varchar2(50) || : MICRO
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REF_PATHOGENS_NHI (7 f 1 i (-4 § 75 % s %)

KEY

gr

3]

Wi o

R
[¢

e

PATHOGENS [varchar2(20)

i RA > & © Salmonella species

NHI_CODE varchar2(9)

W4 A5 0 ] 1 06013C

REF_PATHOGENS_MATCH (s & # 4 47 & ta % 78 P $1 /6 % )

KEY

o=

Lo P

w

PK

PATHOGENS varchar(255)| 5 7 # - &) : Enterovirus

PATHOGENS_CLASS|nvarchar(20)| / # ~ & > &) * 54

PATHOGENSALIAS |varchar(255)|# % P &% > &| : Entero
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2.2 Pz Gateway 4p B (T £ 3P (F B 2 304)
221 kiR ¥ apalmp

BEELPEIE B U 4T

w2 o o
_ L e By 2 A

. . . TR 1 ok T s
[ER HIS/LIS = 5% ~ % R ERLR Gatewa L

iy T Tﬁg }‘?‘ iy Yy E‘Tf—' @ﬁ%%;ﬁ—
Bfcl BFHES
, E1L,
P AR AT
Y Bk DTD %% 8 #

JE‘J »~R %“% ?\3 JJ{ E{

<

EEE AN W DN M A = :
oI Y

Bt i saw AR 4 :‘ - i‘ Rz :
ggg"i*‘%?\z&\ﬁi

2.2.2 %&:}% EREE B

F AR RTENST R LF 5

%%%%%m}ag
E AT AT L A
M ARPRFE s (MR B[ ) N A[LE @ m?‘#"“,&{ Bl x4
o H 3T E- K A3 & L (Message) sk 0 g A

=

B2t s b oAk i o TR B2 3

pi)

e N
LHAR LR A VL AP B o

¥ ¢ > %> Gateway ¥ 47 & (upd_lab_daily upd_lab_monthly) »
BF R AT A R T F R R LR IR T AL
B o FEFRIRATT S ER ST T L ERR_CODE(#F
B %75 £ )B~ 1@ 5 37 Error Code $t B 4 > A~ 2 P % © A4 N AL TP 4o

L
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pamn | g | gEes L
LAB 010 001 ¢ oTORR A4 RT

LAB 010 002 TR~ ) MR TR A R
LAB 010 003 #%?ﬁ&ﬁ@@%

LAB 010 004 BEREST EHTH

LAB 020 001 DTD %% & %

LAB 020 002 st 2 XML o5 3 £ rfe &
LAB 020 003 XML 7 £_well form

LAB 030 001 st 2 CSV fo 3 4 LA Arfe &
LAB 070 001 T 8 3

LAB 070 002 BREFHEF

LAB 070 003 ER L

LAB 070 004 AERBH

LAB 080 001 TR R 4

LAB 080 002 TR S 2R

LAB 090 999 LR T

223 F ST s

B ¥R # A NP

AR Email i =¥ g ¢ 2 BB A | E R IRir A f
Bt Bopriersd s B f |Emaillid B prerd v 2 BB R TR R
g%rw%w@% $53F | Email i e F g v 2 BBA R E R4 |

)-SR

LR E o X R R
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o

30 TRZZFTHAFEAF IR FTHERPAZE pEEFRS)

WG - & p B

WX giE

PR ~TRBRFT TR SR A, THBAE(E p LR R
20 ik e 1§ A8 2 4y 2B (ﬁf 13019B ~ 13020C ~ 13021B -~
13022B-~13009C ~13010C~13011C~13014B~13015C ~ 13023C
’b)» ¥ & 4 Listeria monocytogenes ~ Salmonella species -
Streptococcus agalactiae ~ Streptococcus pneumoniae ~
Streptococcus pyogenes -~ Yersinia enterocolitica ~ Campylobacter
species ~ Mycobacterium tuberculosis complex ~ Influenza virus -
Parainfluenza virus -~ Respiratory syncytial virus ~ Rotavirus ~
Enterovirus ~ Hepatitis B virus ~ Hepatitis C virus ~ Hepatitis A
virus ~ Norovirus ~ Adenovirus ~ Herpes Simplex Virus ~ Vibrio
parahaemolyticus + Coronavirus % 21 & i 48 & 15 {EA- UM i
> # ! Listeria monocytogenes ~ Salmonella species ~ Streptococcus

agalactiae ~ Streptococcus pneumoniae ~ Streptococcus
pyogenes ~ Yersinia enterocolitica ~ Campylobacter species ~
Mycobacterium tuberculosis complex ~ Vibrio parahaemolyticus
* O AP o g e b HS_NOGE 37 7k
%fi)+HOSPITAL(iI§5 TR EE) B TR R s R
13019B~13020C~13021B~13022B~13009C~13010C~13011C ~
13014B ~ 13015C ~ 13023C z_ 2 |+ 4§ P 3E & »
INSPECTION_RESULT_1 (% 1 ¥ Bl & % ) i+ o

32 TRAZTH A BLHF st TR FE P B o)

BBEAFS L5 p AR BEA TR
.fgﬁi&ﬁ:ll%ﬁrgﬁv]{k_ﬂﬁ}; fu;‘l"]ﬁ" - r_?'sgi *_.Bﬁ—, ‘;’FQ&J‘LJ
FHR F(Fp it g)p 1o Tig l%ﬁ’\"}lﬂ TG 0 & p Bz

g*ﬁﬁﬁ-k'&’T&¢%Wﬁwo

33 TRz FHRpFPEAFIR  Fripi

WA TP AT« v g hitps://edicde.goviw/ | T & E>
PAZTRREGLBE B R P EERET AL >E
TERETFTHRABEAE AN PrABE
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M- s TR TR B A, THRGEE p Bi)

— BERER . SHARERX

— o EIREE

(—) ~ UNFRAIZ T2 fRALENS SIS E S 1 (BR13019B ~ 13020C ~ 13021B ~ 13022B ~ 13009C -
13010C ~ 13011C ~ 13014B ~ 13015C ~ 13023C4h) - REH21ERREEGHEREHRBEE -

(Z) ~ #@tListeria monocytogenes ~ Salmonella species ~ Streptococcus agalactiae ~ Streptococcus
pneumoniae ~ Streptococcus pyogenes -~ Yersinia enterocolitica -~ Campylobacter species -
Mycobacterium tuberculosis complex * Vibrio parahaemolyticus 591ER/R i8R - FBHEEE TR
B85 , /5130198 ~ 13020C - 13021B ~ 13022B ~ 13009C ~ 13010C ~ 13011C - 13014B - 13015C »
13023CZin &M pAlER -

(=)~ BURFRBIZ TR IRALENS SIS EMS 5 (999999 - 888888)AEEEfa B - REX21BRKIRE
M EREBHAGEX - SARS-CoV-2ERRAVENENBEE 215 € 15888888 - HER2018 K [RAZFE MR RHAL
B EE ZEERK999999 -

12002B SR REDE Widal & Weil-Felix test

121308 YPEIECEMIR Salmonella AG
EEZEZREE EEIER R

12182¢ DNA qualitative amplification test

13006C Bty - BRI RS 2 AEEMRRE

13007C AEEEEE E(@% ﬁ Ei HE - ES

13009C MRz s ER R - 1 =8

13010C MEEY SRR R - 2 =@

13011C MRS - 3EEM L

13016B MRIEE

130198 i B m M B Sensitivity test (tube
method)

Salmonella
species MAEXFREABMICE) —&BE [IMEY

# R HIERE (minimum inhibitory

13020C concentration MIC) ]
Bacteria MIC test (1 species)
MAEZSRERBMICE) —EBE [MEY
22| B (R HDEDR E (minimum inhibitory

130218 concentration MIC) ]
Bacteria MIC test (2 species)




- s TRRZ TR BEE ) THRBEE P Bix)

MERFEMEREMICE) =—FEEL £ [
F YL & EHERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228

AEHEAISREREGER
13023C Bacterial minimal inhibition concentration
rapid detection

999999 ERARUEHNBEE ik
BEUEIKE MR (LB REZR)

12125C Streptococcus group B Ag-latex
agglutination

120058 HEIKEAIIEEER Streptokinase test

13006C ety - BRI R 2 AEEMRIRE

13007C AEESETRE(OF KIS =2 Fa

13008C ZERHURIIBEET - MEERRN)

13009C AMEZEY SRS - 1 B2

13010C AMEZEY UM EE - 2 B2

13011C AMEZEY SR SR - 3 BB L

130168B M&EEE

130198 Al B 712 5 B Sensitivity test (tube
method)
MEZRFEMABMICE) —EE [UMEY

13020C 1) R EE (minimum inhibitory

Streptococcus concentration MIC) ]
agalactiae Bacteria MIC test (1 species)

MAERFRMEAEBMICE) —_EE [(MUEY
# SR HIE R E (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)




- s TRRZ TR BEE ) THRBEE P Bix)

MAEZRFERMHBMICE) —EERE [
Y EEE & EANERE (minimum inhibitory

130228 concentration MIC) ]
Bacteria MIC test (3 species)
AR ENSRE R R
13023C Bacterial minimal inhibition concentration
rapid detection
66
B fi2 Z f B) 2 2217 GBSER iR
67
68 EREZE/E 2 EEERZ IR IERGBSE R
999999 mERILEBIBEE MR

iR EIKE MR (FLB R EIX)
12126B Streptococcus pneumonia Ag-latex
agglutination

B FER R BRI E

12123¢ CSF quick test
12172C PR R R BRE R Pneumococcus Ag (urine)
EaEIE R E MR b
12182C DNA qualitative amplification test
13006C ety - BRI R 2 AEEMRIRE
13007¢ AEEEETREOF—REE  H2 - RS
s e Y T P
13008C ZRHZNEBEET - MEERSM)
13009C MRz GRS - 1 52
13010C HEZEY GRS - 2 B2
13011C AEZEY SR ER - 3 ERBL L
Streptococcus [13016B MK EE
pneumoniae T RN —
130198 ;B P ZE M A B Sensitivity test (tube




G- TRRET TR S, PR P )

MEZRFEMEHBMICE) —EE [(HMEY

| B EHIER E (minimum inhibitory
13020¢ concentration MIC) ]

Bacteria MIC test (1 species)

NERFRMEEBMICE) B [(MNEY

22 SR E R E (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MEZRSEEABWMICE) =ZEREME [
AW EH REHERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228

HE & EHISEE PR b
13023C Bacterial minimal inhibition concentration
rapid detection

999999 EEAAEBNEE 2Rk

MIBIKEARMZEO MERE

12003¢ ASLO, anti-streptolysin-O test - 3 MMl
MEIKES MEO MERE

12004C ASLO, anti-streptolysin-O test - &&ELLEE
Nephelometry
AZEEIKE TR

12165¢ Streptococcus group A antigen (EIA)

13006C et - 2B R 2 EBMRERE

13007¢ AEEETERE(0E KR =28 B

13008C ZREZNIESHET - MEEKRIN

13009C AEZEY SRR - 1 BE

13010C AEZEY SRR - 2 BiE

13011C AEZEY SR ML ER - 3 EREM L

130168 MmrEE

Streptococcus
pyogenes | 35198 i B o M B Sensitivity test (tube

method)




G- TRRET TR S, PR P )

MEZFREHEBMICE) —518E [HEY
) R EHIEEE (minimum inhibitory
13020C concentration MIC) ]

Bacteria MIC test (1 species)

NERFRMEEBMICE) B [(MNEY

22 SR E R E (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MEZFRMHEBMICE) —BEL L [
F Y EEE & A ERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

130228

AR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection

999999 ERELEBINBEE ZNER
= £ T M IS i B
12182C ERZEZE R M RIE A

DNA qualitative amplification test

EERBRSETERIE SR

12184C DNA quantitative amplification test
13006C HEY) - BRI R Z EEMRIRE
13012C MEEEIEE Acid-fast culture
13013C NMEEREEHE
S BRI ZE W) SR 1 ol B
130148 Sensitivity test of acid-fast
- —REY LN
Mycobacterium MEEZEY U MR
tuberculosis  |13015C Sensitivity test of acid-fast
complex - POrEZEy L
130168 M&EEE
AE REANSIRE R R SR
13023C Bacterial minimal inhibition concentration
rapid detection
MR bR
13024C SRR

Tuberculosis ( T.B) test
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13025C NEYERERARERE

NEERE(REREREEEEE KBRS

13026C ERITNEE AL 5 2 2 )
999999 mERERMENYBE 2inkk
14065C MITHREARRSNIR
14066C MITHRE B BREENR
MITHRE A REHieEa i
140208 Influenza A CF Ab
MITHRE B fREEeE i
14021B Influenza B CF Ab
Influenza virus ~
14001B REDEENIETE
Isolation and identification of virus
2 IR AZ G 58 TE M R 1 5l B
12183C RNA qualitative amplification test
12185C 2 EAZ G 58 T S EIE &L B

RNA quantitative amplification test

999999 EEAEBNEE 2Rk

BRTTMRERS1IENR

140158 Parainfluenza virus type 1 Ag
B ITHRERE28 MR
140168 Parainfluenza virus type 2 Ag
140818 BIRITHRERE3ENIR
Parainfluenza virus type 3 Ag
B TR EREIEGREE ST
140178 Parainfluenza type 1 CF Ab
' 140188 BIRITH R E RS20 misE S e
Paralr.mﬂuenza Parainfluenza type 2 CF Ab
Vi 140198 BT R E RS RRRA O
Parainfluenza type 3 CF Ab
D B EE
140018 Isolation and identification of virus
B R E M R A B
12183C RNA qualitative amplification test
12185C B LEL SR T E RIS R

RNA quantitative amplification test




EEI r-?,%é}}f_?‘ﬁ—'—ﬁ 4R AL

999999 ERARUEHENBEE ik
HIREMESFEINR
140108 ?&gmﬁmﬁﬁhﬁ .
Respiratory syncytial virus Ag
14011B FIREMSREMEESTE
Respiratory syncytial virus (RSV) CF Ab
14058C FIRRS AR BEEER RSV screening test |5 i (- (EHE
Respiratory e ==\ Bt T 4B =
svncvtial virus 14001B ﬁﬁ&ﬂ%&&fmm . . .
yncy Isolation and identification of virus
BB 0 Tt RIS AL B
12183C RNA qualitative amplification test
ZIEZ L IR E S RIG R
12185C RNA quantitative amplification test
999999 ERARUEHNBEE ik
140268 Bk mET/R Rota virus Ag
14027C iR mE 1A= Rota virus Ab
R B R IEE
. 140018 Isolation and identification of virus
rotavirus BRI R
ZE 2 e FE RE 1 1% I AT gk
12183C RNA qualitative amplification test
B SR T E RIS R
12185C RNA quantitative amplification test
999999 ERARUEHNBEE ik
Bedmas /18- IgMin BS (R IR g B arl B
140568 Enterovirus 71 IgM antibody
14025C f&E R E 7037152 Entero virus type 70 Ab
f7b 25 B Bl 3e (B I1R)
140238 Coxsackie B virus Ab (each)
7025 B Bl fmAe4s S 1A= (B1-B6)
140248 Coxsackie virus CF Ab (type B1-B6
Enterovirus oxsackie virus (type )
e ) Bk K TE
140018 Isolation and identification of virus
BB 0 T M TR IE A B
12183C RNA qualitative amplification test
2B IR E S RIE R
12185C RNA quantitative amplification test
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999999 EREAEEEE 2k
14030C B AURFRFRE /R HBsAg - Latex )%
14031C B BT KR E /R HBsAg - RPHA &
14032C B AUpTKFEIN/R HBsAg - EIA/LIA
14033C B BURT kR E#13E Anti HBs
14034C BAEIFTKein/R1E HBeAg - RPHA &
14035C BT Kein/RiE HBeAg - EIA/LIA
14036C B AU ket 2@ & Anti-HBe (EIA/LIA)
14037C B BT RO A2 E Anti-HBc (EIA/LIA)
MOBC | oM BN
140558 BEUFF SRR MM ASWEIRE Anti-HBS titer
09026C PR RS ALT e e
Hepatitis B virus 12184C i’fb@#@@?ﬂﬁiﬁﬁ%%iﬁ?

DNA quantitative amplification test
27033C B BURT SR RE RIS & DA
27034B B BURT SRR E T AS ST & DA
27035B B BURT ke MRS & DT
270368 B BUfT ke MBS IS R E DT
27037B B BURT RO RS TS S & 0 A
27038B B AR e R BIKEBAMIRE
27039C B AR FZE MW ERE

Anti-HBs titer
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Bl 2 & B 2 2 4% E N BEUAT ke /R HBeAg
69
Bl2E M) 2 EESBREM XTI TNR
HBsAg
; RIS 5 he - & K 42 538
21+11001C ﬁﬂE_BCiﬁfoﬁ B-REISSFELBL LR
B R
PR A BCEIFT % Ef i - BS B 55 AR A FE & /)
2+H0C e e m e wsmmz %
999999 EREAEEEE 2k
CEIFT K im sz E R 2
12202C HCV Genotyping Test
- BB &hsEE R &L ( RealTime PCR)
CEIFT K im sz E R 2R
12203B HCV Genotyping Test
- —REBSBEHKEE (PCR)
CER R mENERE
14051¢ HCV Ab( EIA/LIA)
14072B CEURTRHERDIRE  RIBA test
Hepatitis C virus
THER S W H AR ERCAT
o 4 el g
09026C AL SR A ALT -
B R TE M R A B
12183C RNA qualitative amplification test
B IL R T E RIS R
12185C RNA quantitative amplification test
X Ty g NP pyapreyp
21+11001C EJZ@_BCIH?Lfoﬁ -EREISSFERUEHE LS
R
X $2BCEYRT K Bt - EE B 55 F AR A R/
2+H00LC oz e w2 %
999999 EREAEEEE 2k
13006C HEY) - BRI R Z EEMRIRE
O T 7 R R
E5Y. ”\ N it “E:Il::l'_‘_" —‘—ﬁ"""/\
13008C ZRHRNEEET - MEERRIN
13009C ARZEY SRR ER - 1 EiE
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13010C MRS - 2 B
13011C MRS MR - 3 BN L
13016B M&BE

Al B T2 B Sensitivity test (tube

130198 method)

MEZHFEMERRMICE) —&EE [WEY
o5 7| 2 Ie———— o
Versinia 13020C é?éHJﬁTEE?EUEF(mmlmum inhibitory

- concentration MIC) ]
enterocolitica

Bacteria MIC test (1 species)

MAERFRMEABMICE) —_EE [(MUEY
# SR HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MAEZRFREARMICE) —EEM E [
130228 E%ﬂ@%ﬁ?iﬂ%g(minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

AR EASRE REGER
13023C Bacterial minimal inhibition concentration
rapid detection

999999 mBRAEBIEE 2R
12182C EEEZM R E M RIL R

DNA qualitative amplification test
13006C BEMS) - BRI R DY) 2 MR BEMIERE
13007C

HEEEEERE(EE—RAE - ER - Ra

ZELUREEETE - MKRERMN
13008C

13009C AMEZEY Ut - 1 B2
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13010C AEZEY G L BE - 2 EfE
13011C AMEZEY SR SR - 3 BB L
13016B MmrE=
Al B 12 B Sensitivity test (tube
13019B method)
Campylobacter ‘
species MEZRFREHRBRMICE) —&=1& [MEY
13020C ) R EHIEEE (minimum inhibitory

concentration MIC) ]
Bacteria MIC test (1 species)

MERSGRMARMICE) —&FE [(MEYD
# SR HIERE (minimum inhibitory
130218 concentration MIC) ]

Bacteria MIC test (2 species)

MERFERMHBMICE) —EERE [k
F 2 R EHNER E (minimum inhibitory

130228 concentration MIC) ]
Bacteria MIC test (3 species)
AR ENGREERIER R

13023C Bacterial minimal inhibition concentration
rapid detection

999999 mBRAEBIEE 2R
EEEZM R E M RIL R

12182C DNA qualitative amplification test

13006C BEMtY) - BRI R 2 AR BEMIRERE

13007¢ IR T (S — R - - B
ERHSZNIZEET - MEAERIN

13008C

13009C MRS - 1 518

13010C ARZEY BT ER - 253

11



Listeria
monocytogenes

- s TRRZ TR BEE ) THRBEE P Bix)

N

13011C

MR MR - 3 BN E

A

130168B

M&FE

130198

Al B T2 B Sensitivity test (tube
method)

13020C

MEZFREABMICE) —&518E [IHEY
Z) R EHIEZE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (1 species)

130218B

MAERFRMEAEBMICE) —_EE [(MEY
# SR HIE R E (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (2 species)

130228

MEZFRMHEBMICE) =BEM L [#
F &R HEHAERE (minimum inhibitory
concentration MIC) ]

Bacteria MIC test (3 species)

13023C

HE &SR E iR 5
Bacterial minimal inhibition concentration
rapid detection

999999

EERERUENBE ZRR

Hepatitis A virus

140018

RE D B M T
Isolation and identification of virus

14039C

AZBFRMBEREIKEBMBRE Anti-HAV
IgM ( EIA/LIA)

14040C

ABIRFSEIES Anti HAV

09026C

AR AL RS ALT

MR EIREEWA H B ER
AR 2 &

12182C

EEEZE R E M RIE bR
DNA qualitative amplification test

12184C

EaEZE RS RIEH R
DNA quantitative amplification test
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ABIRF RIS R DT

270188 Anti-HAV
ABINF R BB IKERMB S B DT

270408 Anti-HAV IgM
ABIRFRIES

27041B Anti HAV

999999 EREILEBINBEE ZNER
mE DB R IETE

140018 Isolation and identification of virus

12183C OB BE fA E M IR IS 5l B

Norovirus RNA qualitative amplification test

BB IE R E 2R IE S R

12185C RNA quantitative amplification test

999999 mERILEBIBEEZNER
REDBERETE

140018 Isolation and identification of virus

140028 IRmE e 5 ie Adenovirus CF Ab
BAEENIREREE Adenovirus Ag test 5F : £
o N N 719 % 71N EEEE““

Adenovirue 14064C o ATEIRETS 5 - BITRERAEN

12182C EEZEZEEE U EIE
DNA qualitative amplification test
EEEZR ST ESREIER

12184C DNA quantitative amplification test

999999 ERELEBNEE ZNER
mE DB N ETE

140018 Isolation and identification of virus

14005C BimErRsl IHEESTE(R1E)Herpes
simpliex virus CF HSV Ab (each)

13
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o5 4 15 s - . :
140528 BB ZHESE IgMiEe Herpes simplex virus
IgM Ab
. 140538 B weE-15-251/R Herpes Simplex
Herpes Simplex Virus-1 Ag or-2 Ag
Virus
140698 BaEpRelgGEmmEEaE HSV-IgG
12182C EaEIE R E MRS b
DNA qualitative amplification test
12184C i’ﬁ@ﬁ?f%ﬁﬁﬁ%}%iﬁ%’*
DNA quantitative amplification test
999999 ERRAEHENEE 21k
13006C Bt - BHEY R 2 IEBR MRS
13007C o . .
AEEEETREEE—RAE EE - R
ERYRNIEEET - MEERRMN)
13008C
13009C AR B Ee - 1 BT
13010C ARZEY B RS - 2 BT
13011C AR ZEY B Ee - 3 ERBLE
130168 MmrE=
130198 0B T ZE ML BB Sensitivity test (tube
method)
vibrio ARSI HBMICE) — B8 [FMED
parahaemolyticu JLESBUEL LS #(MICZ) - L
) R EHIEZE (minimum inhibitory
S 13020C :
concentration MIC) ]
Bacteria MIC test (1 species)
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MEZRGEMEHBMICE) —EE [(AMEY
# R HIERE (minimum inhibitory

130218 concentration MIC) ]
Bacteria MIC test (2 species)
MERFEMERRMICE) =—FEEL £ [
e = s T
130228 EE#%:KFIJE?TE?[D =E (minimum inhibitory
concentration MIC) ]
Bacteria MIC test (3 species)
AR EASRE RRE R
13023C Bacterial minimal inhibition concentration
rapid detection
999999 mBRAEBIEE 2R
RED B NETE -
140018 Isolation and identification of virus AR IR RIS
W2 B AZ G 58 TE M R I 5l B - -
12183C RNA qualitative amplification test AR GG GRIL RS
Coronavirus 2 EAZ G 58 T S 1EIE 5 B -
12185C RNA quantitative amplification test AR IR AR RS
7N - - ,E\:
999999 mRR I EEN S E R PRSARS-CoV-25h2
fhCoronavirus
888888 mBRAEBIEE 2R SARS-CoV-2
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Mo s TR R BN B RESAE S (F P Rt ik)

— >~ FESAR - BHAREESEER -
T (AR ¢ DRIt ST o T T IR ORI ERE SIS ETS ) B H R E KIRER AU
PrE - i Ty f A -

mep | BRUER | e B BB
EETE /TEE%
1 09026C
2 12002B
3 12003C
4 12004C
5 12005B
6 12125C
7 12126B
8 12129C
9 12130B
10 12165C
11 12172C
12 12182C
13 12183C
14 12184C
15 12185C
16 12202C
17 12203B
18 13006C
19 13007C
20 13008C
21 13009C
22 13010C
23 13011C
24 13012C
25 13013C
26 13014B
27 13015C
28 13016B
29 13019B
30 13020C
31 13021B
32 13022B
33 13023C
34 13024C
35 13025C
36 13026C
37 14001B
38 14002B
39 14005C
40 14010B




MR s TR TR PR k) B BB K (F P i)

mep | BRUER | ey B B
EETE /TEE%
41 14011B
42 14015B
43 14016B
44 14017B
45 14018B
46 14019B
47 14020B
48 14021B
49 14023B
50 14024B
51 14025C
52 14026B
53 14027C
54 14030C
55 14031C
56 14032C
57 14033C
58 14034C
59 14035C
60 14036C
o0l 14037C
62 14038C
63 14039C
64 14040C
65 14051C
66 14052B
67 14053B
68 14055B
69 14056B
70 14058C
71 14064C
72 14065C
73 14066C
74 14069B
75 14072B
76 14081B
77 27018B
78 27033C
79 27034B
80 27035B
81 27036B
82 270378
83 27038B
84 27039C
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85 270408
86 27041B
87 66
88 67
89 68
90 69

91 21+L1001C
92 25+L1001C
93 888888
94 999999




