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Fecal microbiota transplantation for the
treatment of recurrent Clostridium difficile
infections

Chien-Yu Lee!, Shu-Hsing Cheng?, Jian-Yu Cheng?

Department of Pediatrics, Department of Internal Medicine, Tao-Yuan General Hospital, Ministry of
Health And Welfare

Clostridium difficile is the causative agent of antibiotic-associated colitis that
occurs when the normal intestinal tract flora colonization is disrupted by
antimicrobial therapy. Since the early 2000s, C. difficile infections have become
more frequent, severe, and refractory to standard therapies. C. difficile infection
relapses occur in 10-25% of initially infected patients. Furthermore, multiple
relapses in the same patient are common despite treatment with antibiotics
(metronidazole or vancomycin). Fecal microbiota transplantation (FMT) has
attracted great interest in recent years because of the growing epidemic of C.
difficile infections, and it is now recommended for recurrent C. difficile infections.
Many studies have reported FMT success rates of approximately 90% or more. In
the future, after further refinement, FMT may be used following “first-time” C.
difficile infections.

Key words: C. difficile infections; fecal microbiota transplantation
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