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某醫學中心成人急診加護病房
困難梭狀桿菌 (Clostridium difficile) 

偽群聚感染事件調查
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前　言
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材料與方法

一、流行病學調查
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二、感染管制措施
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三、微生物學鑑定
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結　果

一、臨床調查結果
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(01 ) 2007 12 3 

C. difficile

(02

) (03 ) 

(01 )

二、微生物學結果

C. difficile

表一　EDICU 病房 2007 年 12 月至 2008 年 2 月 C. difficile HAIs 個案明細表

編 年 性 感染前 本次住院日期
本次住院前一年

分子
的住院日期 感染前曾使用抗生素種類

號 齡 別 住院天數 (年/月/日)
(年/月/日)

分型

1 75 女 22 07/11/12 (1) 07/06/14 ampicillin/sulbactam, cefpirome A

(2) 07/09/18

2 65 男 24 07/11/27 (1) 07/03/27 ceftazidime, vancomycin, cefepime B

(2) 07/05/02

3 77 男 10 07/12/24 (1) 07/10/04 levofloxacin, flomoxef, amikacin C

(2) 07/11/21

4 77 女 13 08/01/03 07/08/09 ampicillin/sulbactam, levofloxacin D

5 59 男 22 08/01/09 (1) 07/09/18 levofloxacin, ertapenem, cefepime, imipenem E

(2) 07/11/09

圖一　EDICU 病房地理位置分佈圖
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圖二　Clostridium difficile 菌株以 IRS-PCR 分析所得到的條紋圖形
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A Pseudo-Outbreak of Clostridium difficile-

Associated Diarrhea in Patients Admitted

at Intensive-Care Unit of the Emergency

Department: Genetic Analysis of the

Microbes and Implications of this Pseudo-

Outbreak
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Clostridium difficile is part of the normal flora of the gut and may lead to
development of C. difficile-associated diarrhea (CDAD) in patients with prior
antibiotic exposure. Between December 2007 and February 2008, a cluster of
CDAD involving 5 patients admitted from the community to the intensive care unit
of Emergency Department (EDICU) of Kaohsiung Chang Gung Memorial Hospital
was identified. All of them were elderly, experiencing sepsis with respiratory
failure and with prior antibiotic exposure. To contain a presumed CDAD outbreak,
infection control measures immediately taken by the EDICU included
implementation of contact precautions, hand washing instead of dry-cleaning hand
hygiene among staff, minimizing antibiotic use, closely monitoring possible
emerging CDAD cases and environmental cleaning. However, subsequent DNA
analysis using infrequent-restriction-site PCR (IRS-PCR) disclosed different DNA
macro-fragment patterns among these 5 C. difficile isolates, indicating that this was
a pseudo-outbreak of CDAD. This pseudo-outbreak suggested the widespread
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existence of multiclonal C. difficile isolates in the community, Evaluation of the
amplitude of C. difficile carriers (especially in elderly with multiple co-morbidities)
and impacts of this epidemiologic findings in southern Taiwan is in urgent need, so
that the health authorities can map out an effective combat strategy accordingly.

Key words: Clostridium difficile-associated diarrhea, pseudo-outbreak, genetic
analysis, infrequent-restriction-site PCR


