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FES2D VAR SEZIIERE
NEEHKIEE (Clostridium difficile)
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IFREEHEPOHEE - BRERNESR - SFHEEHMBIEEEFRRB A ¢ C. difficile
EMmASEREMENER - FIROONADIZINERE  RERBRERRIR - R
2007 £ 12 BZ 2008 F 2 BRAEL R4 5 I C. difficile IEEH)BERBERE - ARt
IRES N EZ B B R 0 BFETNIRTIEBIRERR - BEEEHRTE
F o BRIFNBINEROEA - NIRESIE IJEERER IVEIRBRA - BEHEBE
MORIE - RIRIRIE BE (SR EREK) - &L C. difficile » #& LURSRED LT
CRER ED T2 oM - HBRIER —&K @ FiEEH N ERE REEFIZ
Bz - BEEFSHDRTIERR - RS EREEIR C. difficile 18E3IR
a2 BB EEIREAERY A= - SIEMm ST ERMRERR C. difficile BBRER
REZEDP - XS HTAERRRMNEREROEZNEDERN @ BItEES &
RIMERER - 2SHWIETR - TSP TEEIESIERL C. difficile BERIBITR
B AP - W REERTERESE - HEEEIIEZERESELD - DUEH
FETFEHRAETRMRER - (RISHES 2013:23:281-289 )
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Clodtridium difficile 2 % B IK /% &
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LM R iE - — R BRI 8% H
¥ Mg - C.difficile JE& A# R E +
MEFH#EZ— BREMBGEREE
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#[24) -

SRk A C. difficile #3E AR
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difficile-associated diarrhea, CDAD) #ytb,
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(Emergency Department’s Intensive Care
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F& % (Healthcare-associated infections,
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Abdul [13] % w91k > # A\ {= EDICU
ZHAREBY REERBEERE
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agar (BBL™, WI, USA) Kk cycloserine-
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System (Remel, KS, USA) 5 % C.
difficile - F A F & B % 6d 88 R J&
(PCR) {8 R34 it 2 C. difficile %t &
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K otedB E [ F A A B1EA G T
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ATGATAAGGCAACTTCAGTGG-3)
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GAGCTGCTTCAATTGGAGAGA-3)
K TB2 (5-GTAACCTACTTTCATAACAACAG-
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Brucella agar # X w7 % % 4 ik % %
W& 37TCIER 30 48 LEMHE
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(DNA) - # 3 I £ i 3% 511y adaptors >
AR PCR ¥ - EYHER - 6 E
£ A - HAUE R (banding pattern)
FEMEANERE AE—£HA - #
HEARA (2) UTwWEE - BHEH
Z R w B A (subtype) 5 FHRAEE
HMABAEAE (&) UL BEATHA
[1Q] -

R

—  ERFRFAERER

EDICU # § 2007 4 12 A %
2008 4 2 H 48 8 C. difficile g
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w5 % C. difficile > 9% 4 ik L HF
F (15 80%) - BtK E AR M IR AUEID £
EyHBNEGERS UL (B #1
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pump inhibitor %  Imipenem -
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Cephalosporins (& Penicillin) - 3 &%
1# i Cephaosporins ¥ Carbapenem
By R E & Fu C. difficile
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B C. difficile & £ W tb 2 #
16.7~59.5% T % > A FWEH - £
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A Pseudo-Outbreak of Clostridium difficile-
Associated Diarrhea in Patients Admitted
at Intensive-Care Unit of the Emergency

Department: Genetic Analysis of the

Microbes and Implications of this Pseudo-
Outbreak

Ya-Fen Tang'?, Li-Hsiang Sut, Chiung-Fen Liut, Chia-Chin Li?,
Mei-Chin Chen®, Wen-Huel Lee?, Lin-Hui Su°7, Tsu-Lan W7, Jien-Wei Liu*¢7, and
Infection Control Team, Kaohsiung Chang Gung Memorial Hospital

‘Committee of Infection Control, and Departments of 2Clinical Pathology, *Nursing,
‘Emergency Medicine, and ®Internal Medicine, Kaohsiung Chang Gung Memorial Hospital,
sDepartment of Clinical Pathology, Chang Gung Memorial Hospital, Lin-Kou Medical Center, Taiwan; and

’Chang Gung University Medical College

Clostridium difficile is part of the normal flora of the gut and may lead to
development of C. difficile-associated diarrhea (CDAD) in patients with prior
antibiotic exposure. Between December 2007 and February 2008, a cluster of
CDAD involving 5 patients admitted from the community to the intensive care unit
of Emergency Department (EDICU) of Kaohsiung Chang Gung Memoria Hospital
was identified. All of them were elderly, experiencing sepsis with respiratory
failure and with prior antibiotic exposure. To contain a presumed CDAD outbreak,
infection control measures immediately taken by the EDICU included
implementation of contact precautions, hand washing instead of dry-cleaning hand
hygiene among staff, minimizing antibiotic use, closely monitoring possible
emerging CDAD cases and environmental cleaning. However, subsequent DNA
analysis using infrequent-restriction-site PCR (IRS-PCR) disclosed different DNA
macro-fragment patterns among these 5 C. difficile isolates, indicating that this was
a pseudo-outbreak of CDAD. This pseudo-outbreak suggested the widespread
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existence of multiclonal C. difficile isolates in the community, Evaluation of the
amplitude of C. difficile carriers (especialy in elderly with multiple co-morbidities)
and impacts of this epidemiologic findings in southern Taiwan is in urgent need, so
that the health authorities can map out an effective combat strategy accordingly.

Key words: Clostridium difficile-associated diarrhea, pseudo-outbreak, genetic
analysis, infrequent-restriction-site PCR
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