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MATIRE

C.auris BRI B EF % B X WA
MRH AEHA HE HE
EEAE - EREE - BRAF U
ey k- mER ZEREMN
FBE - X E &M E S 7ML
PN Es T AR B 23k C. auris 215 TS
(https://www.cdc.gov/fungal/diseases/
candidiasis/tracking-c-auris.html) °
K#EWHW C.auris R & HERNE
T BRA - EEE - KA LEEN
WERERZEZLEERN R $ER
LR (TNIS) Z & KH8EF > B
& C. auris B % REA B R FE
Ez#EK - FrEBAEXHEMEIRE
5 #1 (1999 ~ 2002 ~ 2006 ~ 2010 &
2014 ) EEBEHNERHAGTE
(Taiwan Surveillance of Antimicrobial
Resistance of Yeasts, TSARY) AT &
WA S THREKRT - LRH AR C.

auris °

HEEYE - BHhEF

# % (germination) ~ th[f
(adherence) ~ £ ¥ JE (biofilm) W
A% ~ %% g B (phospholipase) 1K & B
(proteinase) W& 4 #f & T & 0] &%
B BFEF[2] 0 C. auris T8 IMAF
TR ¥ % (germ tubes) ~ B 4 ~ 1%
H # % (pseudohyphae) = F T F -
ERERRELER BT A
[3] ° C. auris ¥ X5} 72 ¥ % & W i T
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RAEME  ERRAEWEZHE A
C. albicans R W55 > 1Bt C. glabrata
éﬁ o
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DEmEXRB &AL Rt
WAL EEN ~ W RE ~ KE R
MBRYE  EEBHERWI[4] - R
REHBEAFREREELMERLES
REERER - REXBME - R
HHREORAZAEEREREBE
Z Y > 5% 7l5E fluconazole ° C. auris
REATEMES  BEZESR
[1] °

BERRZ C. auris BIfEEEF

SERTE 0 4R C. auris # & B G
ABRERERAE RN £ HAEEFH
I REE R 4 NEF o T EL R E R
HEER 48 NI NRAREREN
ROA o WA BB A B LR IRE
EMH - BEREWREEBERER
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C. auris W %7 CHROMagar
Braem o VREHBRERULE C.
krusei » I BA K AEAF & C. auris
BEWEHEREETHRR - C.auris %
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FREE C. haemulonii complex #
z&#ﬁﬁﬁ #1# fl VITEK-2, API-20C,
BD-Phoenix, Microscan % 7 i b 48 &
AH o mETHEELEENSKE
# - W Candida haemulonii, Candida
famata, Candida sake, Candida
catenulata, Rhodotorula glutinis 2,
ﬁ:%%@ﬁ%%/‘iﬂﬂ% - B EER C.
auris (k—) ° B WA F Vitek MS
3% Bruker Biotyper brand #J matrix-
assisted laser desorption/ionization
time-of-flight (MALDI-TOF) H & &
research use—only By & ¥} & 4 7] & 7%

T B EAE[6] o EAHEWETE
WHAEZZRAETGRTRAREEF
% Al fl MALDI-TOF MS - & #
C. auris 332 W 3# 7 % C. haemulonii
#a C. albicans (k—) &Rz M4
MERETUZHBRAREER - 7
R C.auris 2EHEHBKREETHFERM
T BEE  UEATRERES
BEEWASN > A C.auris WIE
BEANCTEENLSTFERFZEM
B (rDNA) £ F 1 D1/D2 & 3 /7 # &
$% M FR & (internal transcribed spacer,
ITS) [7] o & % & I Pt 4 4 € o &

R— KAEETEREE C. auris FTTREMEIRIET A B E1E[1]

e 5N C. auris "] RERLEERRIE € Rk BTE

Vitek e Candida haemulonii

e Candida duobushaemulonii
 Candida famata

API 20CAUX

e Candida famata

* Rhodotorula glutinis
e Candida sake
e Saccharomyces cerevisiae
* Unidentified
BD Phoenix yeast identification system ¢ Candida haemulonii

e Candida catenulata

Microscan

¢ Candida famata

e Candida guilliermondii

e Candida lusitaniae

e Candida parapsilosis

e Candida albicans

e Candida tropicalis

MALDI-TOF MS
Vitek MS (bioMerieux)
MALDI Biotyper(Bruker Daltonics)

e Candida albicans
e Candida haemulonii
¢ Not identified

e Neisseria meningitides serogroup A

e Pseudomonas rhizophaerae
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A& fa A B R R E B E R E —
Ao REELRARALT " HME
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"Candida auris | > B HEDEKZ

MEEYHLEE

ZREEEERFASMET
C. auris % F#1 7% ERG3 > ERGI1I
(azoles W1Z WA F) » FKSI > FKS2
#1 FKS3 (echinocandins ) 1Z 1y 4
Bl) Wy R& > 7 HEdkEHEHMR
C. albicans #¢ C. glabrata ¥ FH
78~85% HPA > A - TBHAAM
YW C. auris 785 3F ATP-214
binding cassette (ABC) S # 1 ¥
H[8.9]

=

REHU AL > 81 C.auris 1
BHBE B BORE Z B R F AT
# (clinical breakpoints) o LR # &
B EHEEEHAR T EEE
C. auris ¥ LBHE W 0y b HE R
& (minimum inhibitory concentrations,
MICs) @ £ F £ BB K ¥F B £ 13
# 1% & (Clinical and laboratory
Standards Institute, CLSI) 2 Bx & &
AR AE & (European Committee on
Antimicrobial Susceptibility Testing,

EUCAST) FiATT HE B HHE W

thEERE] 107 4 HE 4 /\E M

FIEARE > EZREMAE R
EHEYE N B/ E%E (PK/PD) —
BWER AW HEBERELW
AR B R BRITAENENR
W C. auris B 1R3F EEATIBE B
Z B HMPrmRIL0 C.
auris ¥} fluconazole W&/ N H & &
HHE & (> 64 mg/liter) - ¥ 3 vk 35
(azoles) * # voriconazole, itraconazole,
isavuconazole R ET T & - #1=7|
WM ik By C. auris ¥} Amphotericin B A
MER E[1,10] > 12 K% W C. auris
11 ¥ echinocandins & & R & -
I E E R IEREY AFERE W
echinocandins > AT echinocandins
FEHI C. auris B EWIE2] > &
R ATt HEY R E - DL
EREEFH B -

RUETE R

C.auris (AR BEHEANE K F R
FEHLE TREFMAEEREY
¥ C. parpsilosis B RfeE K E B 4L
BREEBHZXERERRER Y > Hik
PR IE R R B AR - T B
e IR P A R SR Wy e (11
WEZEBRBERBETE AR
ABERHERER/RE 2B
BXM o % A 45 ) ST 7 o % (Centers
for Disease Control and Prevention) &
FAEH AL AP (Public Health
England) B 36 5| LB #A - 3
RE®MSE H L EHENRE I
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# - BAM C.auris RAREREAR
o BREAFEREAE T EE R o B
HEREE (—) MRS FH L
(D) FRRBNERFERKBERA
TR (BHRAYMER (2) £17
MABEE Z G URE C. auris T
ARA o Bl C.auris 4/ AT UE
BHF - SRRARRINE C. auris
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Emerging Drug-Resistant Candida Threat:
Candida albicans

Yi-Chun Chen Jein Wei Liu

Kaohsiung Chang Gung Memorial Hospital, Infectious Diseases, Department of Internal Medicine,

Kaohsiung, Taiwan

Candida auris, a novel Candida species first reported in Japan in 2009, is an
emerging, multidrug-resistant yeast that can cause invasive infections and has been
associated with outbreaks in the healthcare setting. C. auris has been isolated on
five continents. This minireview summarizes what is currently known about C. auris
epidemiology, diagnosis, management, and infection control.

Key words: Candida auris, identification, infection control
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