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Innovation of Antibiotic Agents:
Dilemma Overcome

Shan-Shan Hsieht, Jun-Ren Sunt

'Division of Clinical Pathology, Tri-Service General Hospital, Taipei, Taiwan

In March 2004, the Infectious Diseases Society of America (IDSA) expressed
concern about the growing crisis of antibiotic-resistant infection attributable to the
decreasing investment in antimicrobial research and development. The currently
used antibiotics are derived from a limited number of molecular scaffolds, whose
functional lifetimes have been prolonged by generations of synthetic tailoring.
However, bacteria have developed resistance to the scaffold shared by this
generation of antibiotics, thereby leading to the development of multidrug-resistant
bacteria. Therefore, researchers have suggested that the discovery of new scaffolds
should be a priority. Strategies for identifying new antibiotic scaffolds include
modifying existing scaffolds and screening natural products or synthetic chemical
products for novel antibiotic scaffolds. We hope that these strategies will lead to the
development of new powerful antibiotics, which can successfully suppress the
development of resistance.
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