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Bacteroides fragilis and related organisms

B. melaninogenicus-oralis-ruminicola group

B. asaccharolyticus

B. gingivalis

B. endontalis
Fusobacterium symbiosum
Clostridium botulinum G
some C. hastiforme

some C. subterminale

C. barati

C. perenne

C. parapefringens
Arachnia propionica
Bifidobacterium ericksonii
Peptococcus asaccharolyticus
Peptococcus magnus
Peptococcus micros
Peptococcus prevotii

Peptococcus indolicus
Gaffkya anaerobia
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B. fragilis

Bacteroides sensu stricti

Prevotella melaninogenica
Prevotella oralis, Prevotella buccalis
Prevotella oris, Prevotella buccae
Porhphyromonas asaccharolyticus
Porhphyromonas gingivalis
Porhphyromonas endontalis

Clostridium symbiosum

Clostridium argentinense

Clostridium barati

Propionibacterium propionicus
Bifidobacterium dentium
Peptostreptococcus asaccharolyticus
Peptostreptococcus magnus
Peptostreptococcus micros
Peptostreptococcus prevotii
Peptostreptococcus indolicus

Peptostreptococcus tetradius
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1. Neomycin agar Neomycin 100mg/L clostridia, Bacteroides,
anaerobic cocci
2. Kanamycin agar Kanamycin 75mg/L clostridia
3. Neomycin- Neomycin 75mg/lL. Bacteroides, Prevotella
Vancomycin agar Vancomycin 2.5mg/L fusobacteria
4. Kanamycin- Kanamycin 75mg/L Bacteroides, Prevotella
Vancomycin agar ' Vancomycin 2.5mg/L
5. Nalidixic acid agar Nalidixic acid 10mg/L Bacteroides, Prevotella
+Tween 30 Tween 380 1.0g/L Peptostreptococcus
6. Nahidixic acid- Nalidixic acid 10mg/L Bacteroides, Prevotella
Vancomycin agar Vancomycin 2.9mg/L fusobacteria
| Veillonella ‘
7. Brain Heart Infusion Nalidixic acid 30mg/L Actinomyces
agar Metronidazole 10mg/L
3. CCFA Cycloserine 250mg/L. C. difficile
Cefoxitin smg/L
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Other NSGPB

x= RER PS50 Z&HX
Gram negative anaerobes
Bile ' | Pitting
Kana Vanc Colistin Aescul  F/F NO; Motility of agar Pigment
B. fragilis group R R R + - - . - -
Prevotella spp. R Vv V - - \Y - - \YJ
Porphyromonas spp. R \Y% \Y - - - - - \Y
B. ureolyticus group S R S - + \% \% + -
Fusobacterium spp. S R S -+ - - - - -
Veillonella spp. S R S - - + _ _ _
Gram positive anaerobes
Spores SPS  Indole Cat Nagler Rev CAMP Grows in CO,
C. perfringens - R - - + + _
-~ C. bifermentans + R + - + o ._
C. sordellii + R + - + _ _
C. species + R V - - o _
Peptostreptococcus anaerob. - S - - - _ _
Peptostreptococcus spp. - R \Y% \Y - - -
Propionibacterium acnes - R + + - - +-
' Propionibacterium spp. - R - - + + +
- R \Y \Y - - v

V=variable, SPS=liquoid,

S=sensitive, R=resistant, -+=most strains negative, F/F=stimulation of

erowth(formate and furmarate), NSGPB=Non-sporing Gram-positive bacilli
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C. difficile F<pa %
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