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Tryptone glucose  3.60 = 1.67 1.93 = 0.64 1.23 = 0.43 2.61 = 1.29
exiracl agar (13) (45) (10) (5)
Mueller-Hinton 11 3.62 = 1.63 1.86 = 1.05 1.02 = 0.4] 2.83 £ 1.70
agar (13) (45) (10) (5)
AETREp M 0.919 0.514 0.257 0.594
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Tryptone glucose exiract agar pancreatic digest of casein 5.0
R ETHA - &Y -BBFE - KEH  beef extract 3.0
AR EYEEEN dextrose 1.0
agar 15.0
Mueller-Hinton 11 agar beef extract 2.0
R ETHRERREVRENR acid hydrolysate of casein 17.5
starch 1.5
agar 17.0
Tryptone soy agar tryptone 15.0
REFEER -HEWE soy peplone 5.0
NaCl 5.0
agar 12.0
Nutrient agar peptone 5.0
20 HEHIER K - 5k - R~ BEH beef extract 3.0
feRNMEDHEED NaCl 8.0
agar 12.0
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Tryptone soy agar 810 11.3

Nutrient agar 1,071 10.7
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Evaluation of the use of different culture
media for the total plate colonycount.

Ming-Yin Lin ', Wang-Wai Wong *, Benjamin IT Kou %, Fu-Der Wang '

' Nosocomial Infection Control Committee, * Division of Infectious Disease,
Department of Medicine, Taipel Veteran General Hospital

Total plate colony count, or total plate counting (TPC), is a method employed to estimate the bacterial or fungal loads of drinking water,
food samples, or other liquids used in the medical care of patients. The standard method of American Public Health Association for the TPC
18 to use the pour-plate method on tryptone glucose extract agar (TGEA), We studied the feasibility of replacing the TGEA with other culture
media commonly used 1n the clinical microblology laboratory. The same protocol was used to measure the recovery of Staphylecoccus aureus,
Escherichia coli, and Pseudomonas acruginosa 1n Muelller-Hinton 11 agar (M-H I1), tryptone soy agar (TSA), and nutrient agar (NA), The
results were compared with those of the TGEA that were performed smultaneously. Fach medium was repeatedly tested ten times for each of
the three organisms, and also tested with meisturizing solutions for ventilators (13 specimens), milk (10), cold drinks (3), and dialysis
Tluids(43), All 73 of these specimens were tested simultaneously in TGEA and M-H 1T, and 13 in TGEA and TSA or NA. The colony counts
were first convertad to log 10 values. Paired t test, linear regression analysis and the agreement of intra-class correlation coefficient (i) were
used to compare the results generated by 4 culture media. The study showed that M-HII, TSA, and NA all produced comparable results by
the agreement test (ri=0.93,0.96,0.94, respectively). Our results suggest that M-HIT, TSA, and NA may be suitable as the alternatives to
TGEA for the TPC of dialysis fluids, milk, cold drinks, and the moisturizing solutions for ventilators.(Nosocom Infect Control J
2001;11:289-98)

Key words: environment microorganisms ~ culture method ~ total plate count



