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Pathophysiology of and Immunological
Response to SARS CoV-2 infection

Chien-Yu Cheng

Department of Infectious Diseases, Taoyuan General Hospital, Ministry of Health and Welfare

Coronaviruses are large viruses that infect both animals and humans, and
studies have shown that human transmission is possible directly through droplets
and indirectly by coming in contact with contaminated surfaces. These findings
necessitate the implementation of additional safety measures to account for the two
transmission routes. Efforts have been made to develop efficient strategies against
SARS-CoV-2 infection, including the development of a vaccine. Currently, the
most advanced vaccine under development is in Phase III clinical testing. Given
the consequences of SARS-CoV-2 infection and the complexity of the host immune
response, future studies are crucial to provide additional information regarding
the onset of the immune response and the relationship between SARS-CoV-2
and inflammation. Until the development of the vaccine, stopping inter-human
transmission is very important but difficult to achieve. This is mainly due to the
variable and long periods of time between exposure and occurrence of symptoms,
which are dependent on viral load, host immunity, age, and comorbidities.
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