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F # ¥ beta-lactam 38 2 438 8 2 H R

beta-lactam A EEHMRER WA [1]

» B vancomycin K EEH » Bk
& B £ E (vancomycin-resis-
tant enterococci, VRE) 4 3% #f 4 #
H o 1969 FEEHMELE  KERE
(in vitro) %38 vancomycin K& F
£ (minimum inhibitory concentra-

tion, MIC) = 8 ug/mL < VRE[2]
80 £ 4% - vancomycin B JK & Al #
fme 1986 FEE H L ERAS LB
VRE ## [3] o A HEEHAE VRE
B & o ARIE X B R R B H O ZE 1993
FNBWRE R 0 B RNEZR VRE Z L
Zd 1989 F8 0.3% 3| 1993 £ P ¥
2 7.9%[4] B 26 & o A
B KEEBRUSTEDELT T EHE
¥l VRE AR AR

MR %

1997 & 1 A3 1998 9 AF#

PREERELDRT 1505 HREHRHE
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PiE ¥ vancomycin disc method & #7i
20 N E Ak 0 B E AR E MIC

MEE S ER KR E 0 catalase 1L
% FEfu PYR-esculin(Difco) X # K J&
%7 . VRE BaELL APT 20 Strep
system(BioMericux, France) B4 HE &
18 o B Bkl NCCLS(The
National Committee for Clinical
Laboratory Standards) % FViREZ A
% % 8 = (broth microdilution)[5] o
M NCCLS WWEZRIE®R > I E YR
vancomycin ¥ MIC < 4y g/mL = 2
Bz~ MIC = 321 g/mL B i %

M 5 teicoplanin By MIC = 32 g/mL
Z B EM [S] o k& E ik (pulsed-
field gel electrophoresis, PFGE)
VeiE B 22 D m # iz Xk [6] » 124
RHEEE (Smal) 6 [7] » 7 25 °C >
2.5 /NE» PL Bio-Rad =z CHEF-DRII
REBHRDT > RERELHBER 1
o~ EHEFE 20 - ER 6V/iem ~ 14
°C~ BIKEFH & 22 /NEF o BRABEEE R IE
(polymerase chain reation, PCR)
(PERKIN ELMER gene Amp PCR

system 9600) Bl Z# 4% DNA FBUE
= Ing/100uL 4% > B 10 L » 2 PCR

*— SKVREH E AR vancomycm #0 teicoplanin BY MIC =

H PR vancomycin teicoplanin
e e =l h%%ﬁ (1eg/mL) (1Lg/mL)
1 E. faecalis wound >256 | 64
2 E. faecium ascites >256 2
3 E. faecalis wound >256 2
4 E. faecalis joint fluid >206 8
5  E. faecalis perianal abscess >256 32
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BA & (mixture) 3B K o &£ 100 gL
R BE®N &7 - 1U Taq(Super Tagq,
HT. Biotechnology Ltd, Cambridge,
England) - 10mM Tris(pH.3) -
50mM KCL > 2.5mM MgCl2 -
0.01% gelatin > 200 M deoxynucle-
oside triphosphate -1 pu M 3| F
(primer) = vanA 5'-CATGAATAGAA-
TAAAAGTTGCAATA-3" » 5'-CCCC-
TTTAACGCTAATACGATCAA-3'[8]
» vanB5'-GTGACAAACCGGAGGC-
GAGGA-3' » 5'-CCGCCATCCTCCT-
GCAAAAAA-3'[9] ° 95 C= 81

= 8=
DNA % ix# %2 /Ix (denature) » 94 °C
—4hE -~ 54 °C—4
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VRE 257~

¥ VRE * VRE #th# % 0.33% ° &
{9136 A 8B A B R sk FRE L 0 WARE P
AW IR E M MIC o KB W &M
P A et 0 TR R A R = By
B ARSES o —ERERHEBER—IX
VRE : Z @9 803 BitiradEn » 1
vancomycin By MIC & 512 pg/mL -
teicoplanin ¥y MIC = 8 ug/mL[11] o
— i &% vanA gene ¥y VRE ¥
teicoplanin A4 2% (MIC 16 ~ 512
mg/L) > W% vanB gene ¥y VRE ¥
teicoplanin A&t (MIC 0.25 ~ 2
mg/L)[10] - W & iE L4k VRE %
teicoplanin H AR AL EH ~ =R AR
z M > UL PCR 4T & E A (genotype)
ME vanA > P T BB R Y B KWK
VRE B 48 E &% vanA gene > W H
teicoplanin =& & & ¥ H ® [11] ;
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o M B E H oA R XA (transposon)
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Analysis by Pulsed-Field Gel Electrophoresis
aond PCR of Vancomycin-Resistant
Enferecocci from a Hospital in Cenfral Taiwan

Meei —Fang Liu', Yu —Mei Huang', Meei —Rorng Liu’,
Hsin —Jyur Rehn', Zhi —Yuan Shi*, Bor—Shen Hu? Yeu —Jun Lau?

nfection Control Committee,
?Section of Infection Diseases, Department of Internal Medicine, Taichung

Veterans Gentral Hospital, Taichung, Taiwan

The in-vitro susceptibility test of two antimicrobial agents (vancomycin and
teicoplanin) against 165 isolates of Enterococcus from a hospital 1n central
Taiwan were tested by broth dilution. Five (3.3%) isolates(l was Enterococcus
taecium and 4 were E. laecalis) were found to be resistant to vancomycin. Their
MICs of vancomycin were all greater than 256 pg/ml, and those of teicoplanin
ranged between 2 and 64 g/ml (2 were resistant and 3 were susceptible). All the
5 vancomycin-resistant enterococci (VRE) isolates were shown to have vanA
gene by PCR. They were distantly related according to the pulsed-field gel elec-
trophoresis analysis. This study revealed that VRE had appeared in central
Taiwan. We are concerned about the serious nosocomial infections caused by
VRE 1n the future. To prevent the spread of VRE, it is mandatory to set up

surveillance of VRE and policy of isolation earlier.(Nosocom Infect Control J

1999;9:75-80)

Key wards: Vancomycin-resistant enterococci, pulsed-field gel electrophoresis,
polymerase chain reaction, minimum inhibitory concentration
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