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Resurgence of Antibiotic Agents:
Novel Targets

Hsing-Yi Chung', Ming-Yieh Peng?

'Division of Clinical Pathology, Tri-Service General Hospital

2Division of Infectious Diseases, Buddhist Tzu Chi General Hospital, Taipei Branch, Taipei, Taiwan

The use of antibiotics for treating bacteria infections had started recently-not
more than 100 years ago. The evolution of several strains of antibiotic-resistant
bacteria has become commonplace. Today, the increasing number of multidrug-
resistant bacteria is a threat to human health. Some researchers even claim that we
are approaching the post-antibiotic era. Therefore, there is an urgent need to
develop new antibiotics. Many researchers are seeking different targets involved in
bacterial cell wall synthesis, against which a new generation of antibiotics can be
created using a novel scaffold. This article introduces novel phenotypic screens and
antibiotic targets and also provides new strategies for treating bacterial infections.
We hope that this work will aid the development of novel antibiotics and prolong
the antibiotic era.

Key words: Antibiotic, novel targets
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