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Impact of COVID-19 on Microbial Antibiotic
Resistance

Shih-Wen Ting

Division of Infectious Diseases, Department of Internal Medicine,

Kaohsiung Chang Gung Memorial Hospital, Kaohsiung, Taiwan

When microorganisms are exposed to antimicrobial drugs that cannot kill or
inhibit their growth, the ability of the remaining microorganisms to resist the drugs
is called antibiotic resistance (antimicrobial resistance/AMR). This resistance
often leads to infections that are more difficult to treat and increases the risk of
disease spread, worsening disease, and death. Before the coronavirus disease
(COVID-19) pandemic, AMR was one of the biggest public health problems. During
the pandemic, COVID-19 affected medical care and public behavior, which in
turn exacerbated microbial resistance to antibiotics. This study showed that AMR
was elevated during COVID-19 pandemic, and the most common Gram-negative
resistant bacteria were Acinetobacter baumannii and Klebsiella pneumoniae, whereas
the most common Gram-positive resistant bacteria were Staphylococcus aureus and
Enterococcus. Self-administration of antibiotics, empiric antibiotic administration,
and general practitioner prescription of antibiotics are risk factors for high drug
resistance during the COVID-19 pandemic.

Key words: COVID-19, antimicrobial resistance (AMR)
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