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Rapid detection of Mycobacterium bovis technology platform in the
precision, reproducibility and reagent stability, both the accuracy and
stability when applied, has received the best of the results. Field
evaluated in clinical laboratory results, the total number of 220 sample
test results show that both 169 (76.8%) strains by the ICT and triplex
real-time PCR determination is MTBC positive, or the 51 (23.2%)
isolates through ICT and triplex real-time PCR determination is negative
result. Triplex real-time PCR has 100% sensitivity, specificity, positive
predictive value and negative predictive value.

Evaluation in past two years, triplex real-time PCR technology
platform has been proven to be directly introduced into laboratory routine
of MTBC identification process. In addition, clinical assessment of
smear-positive sputum specimen that were MTBC culture positive, the
total number of 313 cases was tested compared LPA (line-probe assay)
with triplex real-time PCR; two results did not differ statistically.
Moreover, triplex real-time PCR detected three of M. bovis cases. It can
be recommended using it for screening all suspected cases and sputum

specimen that was notified TB cases in high-risk area.

Keywords: Mycobacterium bovis, species diagnosis, zoonosis, triplex
real-time PCR
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B]— ~ Precision test

(A) M. tuberculosis (B) M. bovis
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%35 FAM(1S) 5 4 5 VIC (M. bovis-family) ; 4= 4

(BCG) - X #h i Cycle number (Ct &) > Y &k
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(C) M. bovis BCG
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Bl = -~ Reproducibility test

(A) M. tuberculosis

(B) M. bovis

(C) M. bovis BCG
Day 1 Day 2 Day 3

%45 FAM(IS) 5 E4 % VIC (M. bovis-family) ; =% 5 NED

(BCG) » X #ih 5 Cycle number (Ct &) > Y fh s & k5 & o
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W = - Stability test

- - -(A) M. bovis isolate- —
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- IRETRE-ARE220HRR AR EBEARER S %

Immunochromatiographic

Clinical isolates species  test (ICT) triplex real-time PCR

identified
Assay (+) Assay (-) Assay (+) Assay (-)
No. MTBC (%) 169 (76.8) 169 (76.8)
M. tuberculosis 169 (76.8)
M. bovis 0
M. bovis BCG 0
No. Non-MTBC (%) 51 (23.2) 51 (23.2)
MAC 20 (9.1) 20 (9.1)
M. fortuitum 10 (4.5) 10 (4.5)
M. abscessus 6 (2.7) 6 (2.7)
M. scrofulaceum 3(14) 3(1.4)
M. gordonae 2 (0.9) 2 (0.9)
M. malmoense 2 (0.9) 2 (0.9)
M. interjectum 1(0.5) 1(0.5)
M. lentiflavum 1(0.5) 1(0.5)
M. mucogenicum 1(0.5) 1(0.5)
M. spec. 2 (0.9) 2 (0.9)
Gram positive isolate 1(0.5) 1(0.5)
NA* 2 (0.9) 2 (0.9)

* NA, not avaliable



32 4B HRE P F R E L % (Jan-Nov, 2015)

No. No.

|dentification spoligotyping/LPA triplex real-time PCR

M. tuberculosis* 15 15
M. bovis 20 20
M. bovis BCG 13 13

*, 9 (60%) had dairy history either cattle or sheep through
case investigation
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FRERN

313 b3k * % 12 % MTBC H |+12 LPA(line-probe assay)¥# triplex
real-time PCR ¥ ij i* % & %8 #= % MTBC 5 [£.52 % ¢ &

No. (%) LPA

No. (%) real-time

Smear No. (%) positive PCR positive P-value
4+ 85(27.2) 84 (26.8) 85 (27.2) 0.395
3+ 56(17.9) 56 (17.9) 56 (17.9) 1.000
2+ 62(19.8) 60 (19.2) 62 (19.8) 0.180
1+ 95(30.4) 81 (25.9) 89 (28.4) 0.056
sc 15 (4.8) 12 (3.8) 12 (3.8) 1.000
Total 313 (100) 203 (93.6) 304 (97.1)
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#w ~ 3 bk %8 2 triplex real-time PCR # ! M. bovis % %

triplex real-time PCR
Case location number smear ID
ISCt RD4Ct BCG Ct

1 Nantou N14-881 4+ 28.19 29.87 undet. M. bovis

2 Nantou N14-1436 4+ 23.88 26.88 undet. M. bovis

N14-1437 4+ 27.92 29.86  undet.

3 Nantou N15-0003* 3+ 26.47 30.02 undet. M. bovis

N15-0005* 4+ 27.17 30.37  undet.

* primary culture results are non-MTBC and negative
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