%523 %55 6 B SR 327

HGBERE B ERERBRBR e REEISN

W EERER T

BE

95 F 1l AR AR EIEEPURE LER O ERAREERR
H N SHURFURFERORTAGTEL AT ARL B ARAFE R
F R R R AR M > RS R AT AT R 2 M 8 18 4T real-time RT-PCR B
RABRE » FlERGBAT R Eik 6T o it AR S HIEN - R EABILE
HA U E NAHERRERER s MG ERCERLHRFHBESHRT £
RO ME - BRES BEAS P oRA IR ERTRELF T BN
A A (2006-0 B F ey £ B dkkk - madimEed A B 6
E B F R BR BRI R R 0 B 2006-07 4 WHO #3287k % #k
B/Malaysia/2506/2004 #8451 » 45 69 0% S ¥R 2 BAD B A8 & 094738 77 0 MR
G ATAH A REERSOREEFEL - -
MsEF | AR~ BEBURE - real-time RT-PCR ~ /-7 54

s
i

MRS BN AN TR ( Orthomyxoviridae ) » BRTIRT)EIE
(segment ) HUERESER » A3 8 BRERRINTEE RNA » BJofeiEREiiE
{ transcription ) FE#E$% (translation ) B RIEEMCEOE - ERE 123

P N BB E AN R & (Polymerase ) » 58 47 BEEL RIS FIHEEETY
FEVUEAINBkEE R HA (hemagglutinin) ~ £F£E H NP (nucleoprotein ) »
BRUREAL TR SR RRES NA (neuraminidase ) RE#EED (matrix

RBI 96 F 4 H 16 H3HE ; KB 96 &5 H 3 HE32TIH
SEERSER  BRAGE © WRAgMRE ¢ 115 BALTEEE BEE 161 5]

Email @ schin@ede.gov.tw



FEIGHE 328 ' RE 96426 H 25 B

protein) » 55 8 EZERRIMERHIRFEREEE 18 NS1 DU NS2 (1) Ht HA
LAk NA A R E IR R i R s B e - HERE
PUR IS BRI SR - SR S A B s » (5
AT E ARSI A R - A R R e B R B
TEAT

MR B AN T ERYR RS 2 B/ Yamagata lineage (B/Yam)
£z B/Victoria lineage (B/Vic)» 7E H A ~ 225 R HANHNE £ G B B0 -
MG EAE BRSSO TR - IhBUR G B AL BR AR
FRERIMTT SR B E R sER (2-5) - B AR o
FHEMNRATEERET— » L1 1999-2002 (ERIEH] > B B BRIang s B
B 202, 603 Rz 435 {4 AGERRERERIEO R0 43.9 % (6« T 2004-05
TUEES > BB EBSESTEA RN B BIFURERTEE > S ERER
TERIS R SRR  H OB B/Yam B2 B/Vic HAIEEE 1152004
FITEE205F1EF - wE FIAIFTIRILL B/Yam lineage &7 - [ij7E 2005
F1 FEl 6 A - ALL B/Vic lineage B (7]

2005-2006 FFELEHE ATV TIERERE LT A TBRRS X > Ed
LN AMHINL REIHES 28 - A5HE EEB 64.3% - B 2006 £ 6 AESIE
TR HIIR T R B EE TR, A BURRRES 3 - AT 2006 45 5 AN
EE AR R R PP B BRI A L  BETHLUR
BIRAFALOEME - DHEEE || BB eSS B DL R, B L
ABVNOSATEI R B - BEEREE N T E L SR S O S
R AESE -

TR RMIEN B A R S R A B S R B R L i
FRREHETT real-time RT-PCR $&241 - RIS/ TREFARAVAINTIS & > 215
HERRPURE - M TEREDUE HA DI NA FOERE P BERMT > DITHRE
B B R RIFE R SR R R 22 RS RS -



5 23 55 6 1A PR 329

MRS E
BrAERIE

TRRARR LR 14 SRR (throat swab) » Horh 2% 8 > 5
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FIRE L 8000rpm 1 388 » 7 B FFEHE V4 - 14 column EFSHTUCEEE T A
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PIEHRER 7 NA Bt B/Yam-like » MR RBRIAT - MATHAICESEHIE A5
HEERY B BUFLRR M RERR - BRILK ERRFT A AR RUPRI R SR B BERE - 15400
FE55 clade T 7R (REVU) -

TR BN A R BEAFAAREEN T ERS T — - B
2002 7 2 HEE » EER{ERE - DI ~ LRSS PR A (HIN2)
BipdvRE - REFEE L HERFY BN LA EREL ERA A (HINL)
B A (H3N2) BUREERFYIEEINRIEINES - AR ERGEHEE
WA S B A B H R AR T SRR B 7 134T - HG A3
WREEAE A (HIN2) JUFRUERES « A (HIN2) BRI E ST 1988 42 12
FE 1989 £ 3 AAFERE 6 [ERiimas i - AEERn HRacERi
77 T 2001 SEBHAAHERT A (HIN2 ) BRI HA B 5 Bl s g
BRI/ TIR aEkk A/New Caledonia/20/99(HINDE HA A8 > T NA 2L BBy i
FIBLFRA TR EEIR A/Fujian/411/2002(H3N2)AUE) NA ABEL - 17 H7EFUR PEEE]
b BUEREY HINT BUEH Rk A/New Caledonia/20/99 3 SESEE P AyTicist -
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