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Abstract:

The mortality and morbility has been declined dramatically since the
introduction of highly active antiretroviral therapy. However, the prevalence of
antiviral drug resistance has increased and becomed a public health problem.
The study was focus on the prevalence, pattern and mutant variation between
different subtypes of HIV-1 in drug-naive chronic HIV infected patientsin
Taiwan. Viral RNA was extracted from plasma and performed the genotypic
resistance test with TRUGENE HIV-1 Gonotyping Kit and OpenGene DNA
Sequencing System (VGI Inc., Canada). The prevalence of resistance to any
drug was 8.7% (13 in 150). The most common resistance was to hon-nucleoside
reverse transcriptase inhibitors (NNRTIs), accounted for 7.3% (11 in 150), and
then to nucleoside reverse transcriptase inhibitors (NRTIS) 2.7% (4), protease
inhibitors (Pls) 2.0% (3). There was 2 cases (1.3%) resistance to al 3 class drugs.
The most common mutations conferring resistance to NRTIswere T215Y/F/S
(2.7%), M41L (1.3%), D67N (1.3%), and M1841/V (1.3%). Mutations

conferring resistance to NNRTIswere V179D/E (2.67%), K103N (2.0%), and

V108l (1.33%). And mutations conferring resistance to Pls were L90M (1.3%),
184V (1.3%), and M46I/L (1.3%). Subtype B was the only risk factor to

develop drug resistance, and no drug resistance was found in the group of all
CRFO1_AE patients. Totally, the prevalence of drug resistance among subtype B
was 11.4% (12 in 105). L63P and M 36l were the most common polymorphism
in protease genes, wheres CRFO1_AE predominant with M 36l (97.5%), and
subtype B with L63P (73.3%). Because of the prevalence of drug resistancein
our population is 8.7%, and high as 11.4% among subtype B group, the
genotypic resistance test should be considered to perform before drug therapy,
especially for those patients initiated with NNRT | s-based regimen.
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- Ay *%¥F 2 3% B~ CRFO1_AE m}?g E=ycid
Total Subtype B CRFO1 AE
n=150 n=105 n=40
126 98 25
24 7 15
37.3t11.8 35.2+10.3 41.1+13.5
10~74 (21~73) (10~74)
65 63 2
17 17 0
59 18 36
4 4 0
1 1 0
2 2 0
2 0 2
Vira Load 134852.3 111804.4 110619.0
CD4 count 317.8 328.9 219.7
Subtype
B 105
CRFO1_AE 40
CRF02_AG 2
C 2
G 1
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2 FREE A B R Bl AT

Resistance Total population Pvalue
P> 0.05
12 126
1 24
38.0+9.6 37.4+11.9
25~54
Viral Load 120849.4 134852.3
CD4 count 388.7 317.8
<200 3 59 P> 0.05
>350 6 52 P> 0.05
Subtype P<0.05*
B 12 105
E 0 40
Risk Factor
homo 67 P> 0.05
bisexual 2 16 P>0.05
hetero 61 P> 0.05
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2 ;3] B 2 CRFOLAE 3% %% 5 q|{ehf £

= ™ A G

Polymor phism B CRF_AE Pvalue
L 10F/I/RIV 12 114 2 5.0 P> 0.05
K20R 2 19 14 35.0 P<0.05*
M 36l 29 276 39 97.5 P<0.05*
M 46l 2 1.9 0 0.0 P>0.05
L63P 77 733 5 125 P<0.05*
A7TIVIT 10 9.5 0 0.0 P<0.05*
G735/A 1 1.0 0 0.0 P>0.05
184V 2 1.9 0 0.0 P>0.05
L90OM 2 1.9 0 0.0 P>0.05
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Fig. 1. $+#: 5 F S0 prd g g b R % 2 &3 (N=150)
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Resistanceto NRTI
Resistance Possible Resistance
AZT 1(0.67% ) 2(1.33% )
ddl 1(0.67% ) 1(0.67% )
ddC 1(0.67% ) 1(0.67% )
daT 2(1.33% ) 0(0.00% )
3TC 1(0.67% ) 0(0.00% )
ABC 1(0.67% ) 1(0.67% )
Tenofovir 0(0.00% ) 1(0.67% )
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Fig. 2. %t 2o 5 £ g5cs | Bl FL 8 i2 40 M % % 2 4 (N=150)
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Resistance to NNRTI
Reistance Possible Resistance

Nevirapine 5(3.33%) 6(4.00%)
Delavirdine 3(2.00%) 8(5.33%)

Efavirenz 5(3.33%) 6(4.00%)

23



Fig. 3 #f3-v "s¥rf| B tip b X ¥ 2 ¥4 (N=150)
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Resistance | Possible Resistance
SQV 2(1.33% ) 0(0.00% )
IDV 2(1.33% ) 1(0.67% )
RTV 2(1.33% ) 1(0.67% )
NFV 2(1.33% ) 0(0.00% )
APV 1(0.67% ) 1(0.67% )
LPV/r 1(0.67% ) 0(0.00% )
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