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Pseudomonas aeruginosa 1 1 1 1 2 4 1 1 1 2
Klebsiella pneumoniae 3 3 4 6 5 6 2 5 1 5
Enterococcus faecium 10 5 7 7 4 5 3 4 3 2
Escherichia coli 2 2 3 2 1 1 4 1 3 7
Enterobacterspp. 4 7 2 4 5 2 6 6 5 5
Coagulase negative staphylococci 6 9 8 4 7 7 8 7 6 9
Enterococcus faecalis 8 5 5 33 29 37 26 7 1
Candida albicans 5 8 10 8 10 7 9 8 8 4
Candida spp. - - - - - - - -
Bacteroides fragilis 18 24 15 14 13 12 15 9 9 11
Enterobacter cloacae complex - - - - 24 18 15 18 9 15
Staphylococcus aureus 8 4 6 10 9 12 11 28 9 15
PNEU 2013 2014 2015 2016 2017 2018 2019 2020 2021 202203
Pseudomonas aeruginosa 1 1 1 1 1 1 1 1 1 2
Klebsiella pneumoniae 3 3 2 2 2 2 2 2 2 1
Stenotrophomonas maltophilia 5 5 4 5 5 4 3 3 3 3
Acinetobacter baumannii 2 2 3 3 3 3 4 4 4 4
Staphylococcus aureus 4 4 5 4 6 5 5 5 5 6
Escherichia coli 8 7 7 8 7 6 9 6 6 11
Enterobacterspp. 5 6 5 6 4 6 6 8 7 8
Elizabethkingia anophelis - - - - - - 9 6 8 6
Acinetobacter nosocomialis - 18 13 - 23 15 8 17 9 13
Serratia marcescens 8 8 7 8 8 11 9 10 5
Enterobacter cloacae complex - - - - 23 12 7 23 10 11
BSI 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Klebsiella pneumoniae 2 2 2 3 1 1 1 1 1 2
Enterococcus faecium 5 3 3 2 3 2 2 2 2 1
Candida spp. - - - - - - - - - -
Candida albicans 4 5 6 7 4 4 5 4 3 3
Acinetobacter baumannii 1 1 1 1 2 2 3 3 4 4
Pseudomonas aeruginosa 6 8 8 9 9 6 4 5 5 5
Stenotrophomonas maltophilia 6 9 9 11 11 8 7 7 6 6
Serratia marcescens 12 12 12 14 13 15 11 11 7 7
Escherichia coli 10 9 11 6 8 8 5 8 8 12
Enterobacterspp. 8 6 4 5 5 4 9 12 9 8
UTI 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Escherichia coli 1 1 1 1 1 1 2 2 1 1
Candida albicans 2 2 2 3 3 3 3 3 2 2
Yeast-like 3 3 3 2 2 2 1 1 3 4
Enterococcus faecium 5 4 4 4 4 4 4 4 4 3
Candida spp. - - - - - - - - - -
Klebsiella pneumoniae 6 6 5 6 5 5 5 5 5 5
Enterococcus faecalis 7 7 7 7 7 7 7 7 6 7
Pseudomonas aeruginosa 4 5 6 5 6 6 6 6 7 8
Enterobacterspp. 9 9 9 9 9 8 8 9 8 9
Proteusspp. 10 10 10 10 10 10 10 10 9 10
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SSi 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Pseudomonas aeruginosa 1 1 1 1 1 1 1 1 1 1
Enterobacterspp. 3 2 3 2 5 3 7 5 2 3
Escherichia coli 2 3 3 3 3 2 2 2 2 6
Klebsiella pneumoniae 4 4 2 5 1 4 3 4 4 2
Enterococcus faecalis 7 7 5 4 4 6 5 3 4 4
Enterococcus faecium 11 7 9 10 6 7 6 5 6 5
Candida albicans 9 10 7 7 7 5 8 8 7 7
Acinetobacter baumannii 5 6 7 9 8 8 3 7 8 7
Candida spp. - - - - - - - - - -
Proteusspp. 10 11 16 12 12 10 12 11 9 13
PNEU 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Klebsiella pneumoniae 3 3 3 3 3 3 3 3 1 1
Pseudomonas aeruginosa 2 2 1 1 2 2 1 2 2 2
Acinetobacter baumannii 1 1 2 2 1 1 2 1 3 3
Staphylococcus aureus 4 4 4 4 4 4 4 5 4 6
Stenotrophomonas maltophilia 5 7 7 5 5 4 5 4 5 4
Enterobacter spp. 6 5 5 6 6 7 5 6 6 5
Escherichia coli 7 6 6 8 7 6 7 7 7 6
Candida albicans 8 8 8 7 8 8 8 8 8 6
Serratia marcescens 9 8 9 9 9 9 9 10 9 9
Burkholderia cepacia - - - - - - 13 9 10 9
BSI 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Klebsiella pneumoniae 3 1 2 1 1 1 1 1 1 1
Acinetobacter baumannii 1 2 1 2 2 2 2 2 2 3
Enterococcus faecium 10 9 6 6 4 3 3 3 3 2
Candida spp. 8 9 9 7 8 7 4 - - -
Enterobacterspp. 9 8 10 9 5 10 9 5 4 5
Pseudomonas aeruginosa 6 5 8 10 6 5 9 8 5 5
Staphylococcus aureus 2 3 4 3 7 6 5 7 5 5
Candida albicans 6 5 3 5 9 9 7 4 7 4
Escherichia coli 5 7 7 8 10 8 6 9 8 8
Coagulase negative staphylococci 4 4 5 4 3 4 7 6 9 11
Stenotrophomonas maltophilia 12 12 11 11 11 11 12 10 10 9
UTI 2013 2014 2015 2016 2017 2018 2019 2020 2021 2022Q3
Escherichia coli 1 1 1 1 1 1 1 2 1 2
Candida albicans 2 2 2 2 2 2 2 1 2 1
Enterococcus faecium 6 6 6 4 4 3 3 3 3 3
Candida spp. 5 5 5 6 5 4 5 4 - -
Klebsiella pneumoniae 3 3 4 3 6 5 4 5 4 4
Yeast-lke 7 8 7 8 7 7 7 7 5 6
Pseudomonas aeruginosa 4 4 3 5 3 6 6 6 6 5
Enterococcus faecalis 10 9 9 7 8 8 8 8 7 7
Acinetobacter baumannii 8 7 8 9 11 9 9 9 8 9
Proteus spp. 9 11 11 10 10 9 10 10 9 10
Enterobacter spp. 11 10 10 10 9 11 11 11 10 8
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