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Melioidosis, an infectious emerging disease in Taiwan, is caused by
Burkholderia pseudomallel. Itsclinical diagnosis has traditionally
depended upon bacterial culture and identification. The purpose of this
study isto establish a methodology of analysis of Taiwan’'s indigenous
isolates, including: phenotypic characteristics, biochemical profiles,
antibiotic susceptibility profiles; aswell as, PFGE profiles, nucleic acid
detection, fatty acid analysis, antigen detection, and serological detection
methods. We hope that the established methodol ogy could benefit
clinical laboratories and local preventive authority. The polyclonal
antibody produced by infected animals was used in rapid clinical
diagnosis detection. Analysis of 83 isolates by APl 20NE and Vitek |
showed 98.8 % and 52% accuracy, respectively. However, Gas
chromatograph fatty acid system could not detect any mucous-form
isolates. Inthe respect of antibiotic susceptibility profiles: twenty
(25.3%) isolates were resistant to trimethoprim-sulfamothoxazole; all
Isolates were sensitive to amoxicillin-clavulanic acid, ceftazidne,
doxycycline, and imipenum. In the serological aspect: 89.5% of
confirmed cases showed 1gG positive in the beginning of infection; the
IgG positive rate increased to 95.5% in half year later. The results
demonstrated that 1gG was not a good candidate for detection of
melioidosisin endemic areas. Using PFGE analysis, it was
demonstrated that an outbreak occurred in July, 2006 was originated from
the environmental isolates. Besides, one confirmed case (No. 0523) was

classified as an imported one from comparison of ML ST information.
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%¢ # JB 1% 7)(Burkholderia pseudomallei) #_i¢ = #f # ;& Meliodosis 3%
PR EAT AL T BN ATZ AR BRI L RIL T R
BRI EP AR Ba §FAKG U A v A X RPI LA
AR R REHET MR G AATERDE R TR LR R 2RI o
RAEJIRNET F SR TR IHEA B RFZ LT SRALE
F2 (1,234) -

SRR G s 1985 &£ 3 % (5) F A E - AR B P HE
£ 4 & 1996 ~ 1998 ~ 19999 - 2001 ~ 2003 & F R I}i-‘, 7 )‘ch‘&? +

(6,78) 3 m2-Mhi2 LB A LA pE 1k 2000 £ 425 5 3@ 47
bl FEBOIBTOES B aieE A2 Bk oo w4 2005 &
S P RE LR R HF MR E REARE I F T EEREY R
H vt 2 fok F AL o d RS RS TR R DR 5P IR
f‘?ﬂ;’tﬁff‘ujé FolE 2 (e c B E2IF FPRIEIRET F G R FD

2R R RS R A B G RR o A P DR TR S o b g
FHAPBTEE X FRABRR A THL LeFR A ETLEE D
e BT AR R 2 H B RS Food N ip AR AR T 7
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BETmA FR TR SEBSAR LT IRIREAEE R
PR F BT E KR R AR B F IR 8 £ & R

Hed A ERAMRAAVRBRETRYULE DI HMETLER
g A 24 1 F f(API20NE) ~ f 5w E_k B (VITEK) >

g 8%k & 40 A 37 (MIDI) ~ E-test 32 % B % 7 % 0 FbE B2 Rl
o i B % - ELISA #48 ¥ 8] ~ PCR %2 Real-time PCR 4 3+ #p]
2 YU R RS TR itk PFGE BI85 Rtk o A > & 2 Fh2
B oh A~ T ] B R Rk ePM 0 L MSLT 48 & 2 et
HEREAMSLT FORE & 178 B B et e A Rlenp a2
AL R RN G R 2 S R E R A TR 4 R
ARt R R R P s PR SR v S R R EP R E - TR

BR Rl 1Y i g
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- S Hk

W 2003-2005 & & Ftk - 2003-2004 £ 9 $4(0001-0009) > 2005 & 83
th (0505-0579) & & F#k 33 & (KNO1-33)5 = izik o m ® frg &2
Brim b BB FR(A R B EL ML FRFEF ML T
ek im)-B.mallei~ B.thailandensis(p 4t & + & 3% it) B.cepacia-
Pseudomonas aeruginosa ATCC27853 ~ E. coli ATCC25922 -
Saphylococcus aureus ATCC29213 -~ Sreptococcusgroup A~ B

Leginella pneumophila -

U ERFFHT AL BRI L 2 Eacassll X 24T

BN IS R = 3

BLEKRA 2 RB AL L RBAAB R HETHK Y Gram'sstain 4 ¢
i35 - Ashdown plate ~ MacConkey plate~ Blood agar plate #is 2] f& -
TSI dlant ~ J& » Oxidase » J& » & 5 f1* F % APl 20NE( biomerieux,
France) i&J5 7 $& (T30 APILAB PLUS #:#§ 3.3.3 % - Vitek p #

Ped I BT R PR T B TP -



T~ R HRERE

VB A BB ARF O A B {1 AR B
TR BRICFANFREEARIAFE DM R RSB E 2 F
BheT ol g E AR E 24 FEES S KA0Tml > gaped b
7% 11 2.5% Glutaraldehyde % ©_90 4 48 > 0.1M Cacodylate/8% sucrose
= =t » 1% OsO4/Potassium ferricynide #=z_1 -] FF » 0.1M
Cacodylate/8% sucrose £ = =% » 0.2% uranyl acetate % ¢ 1] FF > -k
iSRSk 0 1% PTAIN100% Fp % 30 ~ 48 £ 5 PO. ~

Eponate ¥ # ¢ 32 ~ Bt ~ A&7 ¥ > p 2 5537 F RS -

T~ Ry npa A e

BB oy s 0%k s (MIDI Systems,Inc) ik 3k 7 (T
ool 40T DAk 5% R R AR R 24 B L S R
RS S 2 s S L AN CLJ RNE S R S
TR v ¥ 0 4p i i (Similarity Index; SI) SI 0.5 14 FAx Ry > #iE
2> 0.5 #dp 7w DB RITA M DR o ¥ B, pseudomallel § -

2-hydroxymyristic acid (2HMA)*; & & 2 F# 7R 4 1% -

A RARRA



%% CLSI/NCCLS #u2 % TR § % 1% 4 4% ¥ Volume 25 Number 1 22
% £ # Amoxicillin-Clavulanic acid ~ Ceftazidine ~ Doxycycline
Imipenum ~ Trimethoprim-Sufamethoxazole % 7 fa+w4 % > 11 E-test
(ABBIODISK) ik 2 & MICH# FkR » RIpffp 4 (T3P o ¥iF
#IOHRFABRBEHRAZEH R o Um T i & KER
TP FR ) MeER A E S G Fuid o ¥ s e ¥ Getamicin
Colistin st M i h #FReh g ¥ o

=~ A TR
iz USA CDC PuleNet PFGE F-i# % 5% T i 38 3 (742 B (7] 2%
A 13T o
(- ) 2 TSAH & AR ITCHRE S FAREKEN &
TR R 56C 5 el Fil e ¥ 7 79[1% SeaKem Gold
(SKG) agarosein TE buffer] % »t 56°C-kigtg & * -

(=) #8& @2 AR fZ
1. K& B3 45 F R 2 USA CDC PulseNet PFGE 4 17 *
2% marker )tk H9812 12 & Fif 2712~ F)iE 2 %3 2ml Cell
Suspension Buffer (CSB)2. 13x100mm KIMBLE® culture tube
PR EBFEERAKY R ET 045050 -
2. fRor4F 1.5ml & FAMcE s g oo L4 » 20l 22 20 mg/ml
Proteinase K 2 /& & & — ficE 4w g ¢ o LB RHFE R 2
i 400pl o~ pr B A F P BB E95 BRF ¢

3. H-1 K  400ul Fik 2 1.5ml e Ao g o £ o4~ 400ul @
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4,

| 38 70 (1% SKGAQarose)if & 393 14 » g 1 %48 L
(plug mold) » # H /& Zr F] i+ 25 & 53 (Plug)

BE FYHAS S e pE o 3t 50ml g 3EF ¢ fe B Proteinase
K/Cell LysisBuffer (+ % 3#% z 20mg/ml Proteinase K 25ul +
Cell Lysis Buffer 5ml) -

B-F T2 B 45 2 K5 Cell LysisBuffer 22 50ml gszgg @ o
ﬁ;”f"gj{x ¥ 56 CIE B kst ? shekingwash1.5~2 | pe

(z)

T

E buffer » g £ % % 56°C /K if ) 4o £ F8 ©
B g FBT o & 5 34 & 7 (Screened Plug Caps) & &_*

o TR B O 112 ] B4 Cedl LysisBuffer» -
= B, o
4v » 15ml FF# 56°C 2 @ = K (D.DW) I frzg g @ o
e w 56°CIEIE R kit ¢ shakingl0~15 4 452 12 7
Hoopheordras SoRE ks oo

% -k (D.D.W.) %% & Fic 1 > 4 ~ 15ml TE Buffer » 56

C-kizty ¢ shakingwash 15 » 482 1 @4 > £ 4 » 70 TE
Buffer € fiee St b oo
TE Buffer i3 TR R EEcte > B~V H e 5 3ml TE Buffer

LR FEY BN ACKREHE IR 5

"LH|EEZ ) 1 +7 L] (Restriction Digestion)
" 70%/?]%%/# FH By 27 B2 H i'] o ié B"»u‘}p eI S
R H.(¢ 45 PFGE 4 45 * &2 marker F#k H9812 7 Plug
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R)E A - B 2mmxE 10mm 2 w9 s (dlices) 0 ko~
200l FLIfEE & r g B e 15ml MR A F Y 0 B R
27 5~10 A 4 -

R
o5
XF
=

3 4v o~ 200ul = 7 3 f2% Spel (10Units)
IR B F AR 0 TR 37°C$’5;‘;_¢‘ B RiEH 15~2

Tr R AR S > BIAE R R BRI 0 B 3D 200U
0.5x TBE & fi=# o

Ak T AR

fie @ 2400ml 1 0.5X Tris-Borate EDTA(TBE) % [10X TBE
7% % 120ml +2280ml = = -k (D.D.W.)] ; B=H ¢ 150ml £ 1.5¢
SKG agarose c #4734 & 197 & * 9 % 38 56°C kst i * o
K- £ 2250ml 2 0.5X TBE % mig @] » R A P 0 B EIR
77 A % & (Bio-Rad CHEF Mapper XA system) % & ~ §if (in
W@ T0)% LAY o BREWMRE ORI 14C

e T AR L (gl casting stand) 7 12 ok T L BT
# $i(Comb) i‘f%%ﬁ% &% & RS i B 45 (gel platform) e

Mo pEE )2 kR ik (dices) Bl 0 F Bk MG B i
T H P2 FiER 0 L ReE KRR A T AR

(Comb) : #- PFGE 4 47 * 1% marker Fti3c® &% 1-5~10~
1534 » Hapit il S Fk

2 fo Rt E 22 ¥ 4% - (gel casting stand) t 0 iF] ~ e 1t
w8 3 56°C 1% SeaKem Gold agarose & 74 * % » 3x ¥ 3 8

20~30 ~» 482 4C 15~ 48 F A Ar A PP BT T A o
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6. TATEER T 40T
Initial switch time 2seconds > Final switch time 40 seconds » Run

time 20 hours> Angle 120 degrees: voltage Gradient 6.0 volts/cme

(=) % ¢ BpR4p
1. RARR O MBPLTAZEERIHY » ¥ lug/ml Lit e 2t
%% % (ethidium bromide) & ¢ 10~20 4 45> & 12 = =z -k (D.D.W.)
R4 20~30 4~ 45 -
2. sl AUV T S bR, I B Rk S
DNA B 3% 82 it 5 = He 4% & (*.tf £%) 0 1 18 5 Bionumerics

T G dT A 7 W A 4T 8

A ~ Real-time PCR

4 5 < frr
E “ G P-id L it 2 2
, CToRip iR M o i P L I
R 2o ekt = e A

CATCAGCACCGTCCACAG » SCUZR -

GCGTGGCATGGAAGATGATG »

SCUZpro : FAM-CTCGCTGTTTCCGCTCGTCGTCGC-TAMRA

Orf1lF : GTTACCCCGAACATCACGATGG >

13



Orf13F : GAAGCCCGAATCGCCCAAAC > Orf13R:

GGAAGCTGACGGCAAAGGAG »

Orf13pro : FAM-TCAGGCCGGAGCATCTTCGCGC-TAMRA

Supermix (2X) 25ul > primer (10um) F 2ul - R 2ul, probe (2um) 5ul - H,0

10ul > template 5ul -

Protocol:
Cycle 1: (1X)
Step 1. 95.0°C for 03:00.
Cycle 2: (40X)
Step 1. 95.0°C for 00:15.
Step 2: 60.0 °C for 00:45.

1 ~ CCF #uh e %

i % BPS0302 & 2 5 R (A FIAT 7 8o 30 2 Ak 0 %Al G
FBRFA) - AR & & 39 T %A (PESB; 1% glycine 0.25%
disodium phosphate, 0.5% Sodium chloride, 0.2% dextrose) - 3ml PFSB
tv— 7% 3TCH-e3g & > 5 » 500m PFSB37C # ¥ % - &> &

% gEH- T > 7000rpm - o] pEde o b iR 0.22 g 0 Wi (S 0

14



i g ditrefiltration (PM 10 Diaflow) -4 B i ig > < 4+ & &
10ka 11+ ik £ 2 PBS #1472 = o 3=v 2 nano drop ( ND-10000

ectrophotometer Z_# - #& Polyacryamide gel ™% 4 3 & Pl3% 3
Sy

-

L~ W#HRFLT indirect ELISA

o4z 2 10 ~ 1~ 0.2ug CCF # /& /100ul coating % 96 3¢ ELISA 4
BRRB IR A F R R F AL F60L 0 T IE A
31 SD T_i cutpoint &t = = 48 @ * goat anti-Human IgG~1gM >
A e QBT Bl kB HARRBLLF L9062 B 1
AR 22 0 PR L o WK 2 10.1 ¢ CCFAQ/ 100 ¢ | coating
% 96 3¢ ELISA plate » 4°C overnight(ie # 4z % 16h) - 200 I/ well
Blocking Buffer, 4°C overnight - i5]4- blocking buffer, 4c 100 1 I/ well
Fiplte 48 > 2 37°C > 30mins - PBS-Twash 5=t - * HRP Stabilizer
## HRP conjugate = 1:5000- 4x 100 ¢ I/ well » *x 37°C » 30mins- PBS-T
wash 5 =t » 4c 100 ¢ |/ well TMB substrate > < % J8 15mins » # =k o 4¢
100 i I/ well TMB stop solution » JR fr3=2 3 ¥ 0] w3 "% 5 ¢ o 2 ELISA

reader (MRCTCII, DYNEX ) > * 450nm 3 #~ OD & -

SRR T T
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CCFik 55 17% 4 Sodiumazide % 3% £ # 124 BALB/C6 ¥
&€ &> R 3ml(Img/Sml)# % §8 4 Freund Adjuvant 3ml > 2 = 3t
BEoAM £FR2REIMK (Fkar 24R ) FEEB
02ml > ¥ - S 2P HE > #FHfA- £ :’z('*,éf - X g8
Complete Freund Adjuvant ;2 & » # (s & fFm £ F W4 2 Incomplete
Freund Adjuvant ;& & 9+ ) » B f8 - S22 10-14 % 44 B~ n 55-207C
% (12) - »r1# 2 #48  ELISA R4 OD & ¥ 12 Atk B.
pseudomallei - Legionella pneumophila ~ Sreptococcus group A ~ B »
Satphylococcus aureus ~ Burkholeria mallei -~ B. thailendensis - B.
cepacia » E.coli % Ffim it crpd b F ok o 1l d o 42

PR s B E o

- = ~ Multilocus sequence typing(MLST) 4 3|2 H FH E - %

= ;% % Daniel Godoy % 2003 é);;% (20) - 41 * B. pseudomallel =
® 7 F 1 Housekeeping genes £ & 3+ - #3513 : ace~gmh~lepA~lipA -
narK ~ndh- % PCR % 1) 2L %] 3 &> ABI PRISM BigDye Terminator
Cycle Sequencing Kit 2  ABI 3700 DNA sequencer z_5% » & *
Macintosh program Sequence Output (¥ 1 * 3 = www.mlst.net) p- -

4418 A F]:& {7 sequencetypes(ST) » frsg A B FTHLE ? L 43 o (A7

16
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BERaHm

BENYY

B. pseudomallei % G(—) ~ Oxidase(+) @ &u %35 £ 5L ~ Bk ~ kiR
WALE #4%  Cram'sstain 5k mE - 355 7 LELd o0 R
B % AL A /% Gran'sstain 2 &_Bipolar stain = sk %4 » Bk (%
DA e R e WY b R A R ITC A B ER 24
I 48] pF G T e F AR G 0 > 48 0] PE (S iR B S
Feo d RCRBAEEE R EARARK L EERS D A
oo 384 FIHR ) iR BSERIEE & D04 Ak % Ashdown plate
RS FES O BAERE 0 Y TR AR K 2R R
7% o TSI (Triple Sugar Iron) slant 5z % s 37°C48 | = AIK 544 ¢

LG I KR S KIK F O 0 5o i 2 TSI dant 7 e g i -

EE AR EE R A R AR NEEG - - R
A 5% 0 = R o bk 75 48 & Ashdown plate 7 £ £ i3 S PERF o
52 % 2] 7% MacConkey agar plate 7% = ik# ¢ Hik > 2 % 48| p*

B SR BE T R o R AEL] A AT L - 3w iR

Lo RN R TETRCRAAET L S e kA fak A G g ek

-~
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= ~ APl 20NE

83 tx s J th 82 $A(98.8% )7 I AEH X0 — HRE T 5 P aeuruginosa( &
% a3 1154554 ) - 5 30°C24 -] pr2|:f ADH LA 83 F i o I 1t 1%
* 4 48 [ 2] ADI~MLT ~CIT ¢ 958 F B £7 s IS F i

H PR b L 1156556 (16 1) ~ 1156557 (3 &) ~ 1156576 (51 4 ) ~
1156577 (12 $£) « %4  #j# B.thailandensis (1157577) » B

mallei(1140524) - B. cepacia(0077573) 7 ¥ 7 B. pseudomallel % %] o

= S Vitek | p B ficd 4 TG
¥z #-%_B. pseudomallei 43 +k (52% ) - unidentified 30 t& (36% )
#-7_ 4 B.pseudomallel & 94%11 T 74k (8% ) # % 5 B.malleil &

(1.2% ) Pasteurellahaemol 2 & (2.4% ) -

o~ BB P RRET R

& MIDI i o3t B dz % 3] Ftdoa & /] <5 B. pseudomallel - 7
N HF i 2Pa G #5400 FAK > 25 - A5 B
pseudomallel » 7 & 5 B. cenocepacia > 3 & = B.mallei - 83 tx 7 3 82
tk (98.8% ) 7 2-hydroymyristicacid (14:0 20H) #73 t&3iz >

- ¥Rk 2o Ptk £ 2-hydroymyristic acid % F iR S5 0523 5 h 45 ~

ﬁ’

7 ° %% Ftx B.mallel - B. cepacia ¥ & 7z # ¥_- B. thailandensis i3
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¢ 34| % B. pseudomalle > @ £ H 4% 7 2-hydroymyristicacid (14 : 0

20H ) -

I ~Fd EFRET =
i RIREE T T il % AT 9 % » Trimethoprim-Sulfamothoxazole
7 25.3% Bt H e fBd 2353 ORI (LA - )
10 $k IR B tR(NS-1 2 NS-10 )endr2s 14 B 3% fr}?a Jp pREE 00 T AFAR(F
FAEIR) o
4 % A429 % > Amoxicillin-Clavulanic acid (AMC-30) #r4]3% & /&
30-32mm > Ceftazidime (CAZ-30) #7413 & /& 27-32mm » Doxycycline
(DO-30) #r#|%k E & 27-32mm > Imipenum (IPM ) $r4]3k 2 /&
34-38mm > Trimethoprim-Sulfamothoxazole ( SXT-25) #r#|% & &
0-30mm » Gentamycin (GM-10) #r#|3% & /& Omm » Colistin (CL-10)
¥4 3k 2 /< Omm - Trimethoprim-Sulfamothoxazole o2 % 4z 3 % $r
F1%E /S5 0mmF 384k 45% o # B MIC & 0.75(ug/ml)r (5

F R ) -

A Ftk IR A 4

11 Spel *|FEfEE > 0 9T R A 4 5 B Clugter(S1-S5)( L Fl= )o ¥
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A ikyy o 95% Ap it s — B Cluster > Bl = 240 5 — clonee Rl
7 4t Cluster o A 5§ B o 3 54 ehin 702 - @ Cluster 5 3

% pa® o~ §aici - Cluster & clone % SL» % %% ic

B R 2 L ¥ - Cluster 5 S3- H 8 Cluster ik > #ic > % %5 0523
o A RTERRR 'TT??\ A S2 B hik oS4 4% 0568 ~ 0571 & ¢ E’(:}F%#% ’
PRAET SR BRE AR ERWE L ARt $ - S5 %50 0009

B2l ‘—"i’(f}%ﬁ‘\ T2 "B LR TEE- HIFE - ¥Ho 0505 -

0524 % %] §_% 2% % ~

<k

A TR I btk o 4 38 B Sl Cluster - S5

-3

0004 ~ 0559~ 0572 4 W[ £ % 3 F ~ 0@ 7 % ~ F 2230 H bk A

% = S3 Cluster - 5o bltk e A sgF fof F R DB Sk g iE
FAERF BB %A 2T B Cluster» # - « cluster » > S1 2
S3 o A& L pr Mk Cluster o %¥l 12 5 %% 0003 52 4] ~ -

AR AR T FE BRI A G R A TR

= ~ Multi-locus Sequence Typing (ML ST)

ST58 ik % #(n=7)+ % =tk 5 ST99 % ST 50~ ST67 ~ ST451 % -
¥ oST451 % #7053 74 » H 27 STE8 4 LepA — B dlede# B (2
22 )o 2@ B MLST T E? &5+ L Dr.Gee £ 7 % B Ftx

BB (REZ )
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N RN

CCF3v €T AAIT1L B 3d A3 F A 60Kae(LEZ)

1~ % el g

A SRS CIEAE 1 wRlfIZE B s U
7

ER R B
* o % FRRE s SRR R -

SR FERR
SREL ¥ L F 60 8 T Rh E(Mean+3SD) 0 sk E 5 0.68 - R
A g e LG 895 o X ESHEE 055 (&2 ) IgM #ual

B AW e ek 89.5) (17/19) » & & (s 1E 420k 81.8)% (18/22)

-+ - ~ Real timePCR = ;£ &7
B.pseudomallei #f Orf1l~ Orf13~ Scu2 35+ #+ 3] > B. malle % Orf13 -
Scu2 ¥ #i3] » @ B.thailandensis ¥ #i3] Scu2 > 2 & Atk F ik (2

21 ) (He )
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i

B

¥
¥

B R AR MR OR AR EBHCY Gram's %4 2 5 L P >4
B R o Rk 2 FFESF T He 8832 & 12 blood plate(BP) ~ ashdowm
plate 4 ashdowm broth ¥+ A& > s 8™ M4t 1 5 - S B HE %

B 2 RRAB ST AR e AR A 4§ M R A

B e 2at s HEkSFNy PV FIEP R AM 2
3 =~ £ 1 8-hydroxy butyricacid (9) @ fkA4% 2 > J5 8 s Q‘L;Mﬂ

% & ot #1887 B -hydroxy butyric acid &3k 3 Jw Fjds 4t gk 8

£ 8 &k F] o Ashdown # & £ 32 & el R Al £ ¥ 5 F R
TArH B % AP e > Crystal violet B8 M6 :E 5 B - 2 P o

A 3] #A8 Ashdown broth £ = 3 A7 # Tlic% 3] - 2 > ig % 3] & bk

ek g LE AN E 0 EEY -

API 20NE #-%_B. pseudomallei $ 20% 3] 40% =4%3:% (10,11,12) -

 Lowe # 2002 (13) % jxRlf 9% sdEdic 4 » #F %Rl 985
% BrFER AP AT B ARG Moot 2 P ETHTF R S
Sede 4 T FORPATR R E AR Lihle® 4 | 0 ARG $

S PSR AT ;j}uej&uAPIZONE%ﬁ%E*%nf TRE - g ]
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Arginine dehydrolase & * &1 % ¢ i F % assimilation p p% 2|3 2%
Amn B FDE R

Lowe % 2002 # (13) % £ Vitek p e 4~ #-%_ % kL 99 g7
fed o EfeA PR %RES G A LR B B2% T 36% &2
HF o VR AAFTHER F A § AL AR & Vitek| &
B % Z_%+ 11 B. pseudomallel #-:# #-2_ s kLo @ Phoenix p & ik ¥ 1%

(Becton Dickinson, Heidberg, Germany)+ 2 5f # 5 T AL B & 235 o

GC ‘m fF|im ™ * k& B4t § § ME2LH B o R Y
75 BEREFRES A L o 3 Inglis @[,;Je (14) GC w7 im?e 3 VAL §
98% AR 1% o MIDI % S 5T 7 Pl R P12 %2 9§ 15/

Bk RER IR A R B i R B

Thibault F.M. % 2004 & (15) = gehf & & 50 thet fb & 3 2 47 4
B FAd % B % 7 % Amoxicillin-Clavulanic acid ~ Ceftazidine ~
Doxycycline & 3 2% ## % ~ Imipenum X 3 L% {2 -
Trimethoprim-Sufamethoxazole 3 68% #i# 1+ o 5 7 o 5 &+ 3
FlIASE = fidnd 2397 B XM P ow kg # MG o ¥
Trimethoprim-Sufamethoxazole A 3 1/4 § % |+ > 23X & 94 & ~ 7

TP EARAMERRAEANE Y B RE RS 2 TR

24



}i—‘k‘ﬁﬁ}a“' f’l‘\'—“\?;\H]‘mE‘_f;ﬁ;@;%}i@‘ J%Fil%%
Trimethoprim-Sufamethoxazole 14+ M L & o 8 8 B Bt & R

7 % CLSI/INCLS & A § 83k (425 - | A TR5 ok 3 & 5% 4

Stitaya Sirisinha( 16) % ~ 1,% hE -0 FE ARG E T 30Kda
Fov 0@ AP %8P 60Kda Fov 0 & 3F A ¢ 3 0008 FEkT B o
LR R AEF IR LR F R A AP S R S
LAEAEA GBI 12 F’<° g R EF BRI R(22)

RS E T HBmale €7 2 F B ARBEF R FAMEAR
TR i RS R o s HA ELISA SR 4 0 Pkl 190G § 1B

Il Frd o B E B liter v Ea L BN E R (TR %

ERAflan HEER TR AR E > 1 IgM § T
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#

% — ~ Susceptibility of B. pseudomallel (n=83)

Antibiotic MIC Range Percentage

(ug/ml) resistant
Sengitivity

Amoxicillin-Clavulanic acid <8/4 1.5-2 0

Ceftazidime <8 1.5-2 0

Doxycycline <4 0.75-1.5 0

| mipenum <4 0.125-0.38 |0

Trimethoprim-Sulfamothoxazole| < o/3g8 0.125-12 25.3
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# = ~ List of strainswith ST designations and allele assignments

Strain ST ace ¢gIitB gmhD lepA lipA narK ndh

0523 50 3 1 2 1 1 4 3
0008 58 3 1 ) 1 1 4 1
0009 58 3 1 5 1 1 4 1
0020 58 3 1 ) 1 1 4 1
0525 58 3 1 5 1 1 4 1
0537 58 3 1 ) 1 1 4 1
0539 58 3 1 5 1 1 4 1
0572 58 3 1 ) 1 1 4 1
0569 67 3 4 3 4 1 4 6
0004 99 1 1 4 1 1 4 1
0026 99 1 1 4 1 1 4 1
0001 451 3 1 ) 33 1 4 1
# = ~ Origin of strainswith the same STs as strains recovered from

Taiwan. Source of dataisthe mist.net database for B. pseudomallei.

Sequence Origin of previously characterized strains (number of

type strains)

50 China (1), Malaysia (4), Thailand (5)

58 Thailand (13)

67 Singapore (1)

99 Philippines (1), USA (1), Thailand (1), Malaysia (1),
Unknown (1)
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e RFIRARAEFEE

Collection of serum samples

At onset After 6 month
Number 19 22
Positiverate 94.75% (18/19)  95.5% (21/22)

# 1 ~ PCR amplification

B.pseudomallei |B. mallei |B. thailandensis |Others species
Orf11 n _ _ _
Orf13 n n _ _
Scu2 T un T _
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