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Being free from disease threat is the major goal of our Center. In order to reach
this goal, we need to be able to correctly and timely identify pathogens, reveal
agent sources and clarify transmission routes, as well as to design strategy,
effectively control diseases and prevent outbreaks. In recent years, infectious
agents mutate faster and become more threatening than ever, therefore,
continuously monitoring variations in pathogens becomes more important in
detection of both pathogens and outbreaks. Legionnaires’ disease (LD), being
listed in the third category of notifiable diseases in Taiwan in 1999, is caused by
Legionella. LD is often sporadic. However, Legionella is present ubiquitously in
every aquatic environments and large scale outbreaks occur every year globally.
Therefore, our Center has shifted the focus in finding agent sources to public
environments for cases of LD since 2016, aiming at early detection and
prevention of outbreaks. Based on this new strategy, this four-year project, a
study of variations in bacterial pathogens, aims to establish a PFGE and SBT
database for Legionella in Taiwan, including clinical isolates and environmental
isolates, as well as time and geographic information. This will be both an
on-going and retrospective database, providing information to monitor outbreaks
for decision makers. In the meantime, in order to participate in the global
drug-resistant crisis, the antimicrobial susceptibility of Legionella will also be
monitored. The information will be provided to decision makers and hospitals as
references for disease prevention and treatment. This first year (2017), we have
established the PFGE and SBT molecular typing methods for Legionella. We
have applied PFGE to 118 Legionella strains isolated from LD patients in the
Taipei and New Taipei Regions, and found 2 possible clusters of outbreaks
involving 4 and 3 LD patients, respectively. We also analysized LD cases. In
2000-2017, the average annual incidence of LD is 0.4 per 100,000 population.
Since 2005, the incidence has increased, from 0.17 in 2005 to 0.62 in 2017. A
similar trends were found for all 6 different Regions classfied by CDC in Taiwan.
The Eastern Region has a higher incidence than the other 5 Regions.
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- T (FREFATRFELFIERR -FE P h%)
2015 # 4~ > BB F I T AP o Al Ao R ES R A AT W
- E A P A g b1 L F A g (Legionnaires’ disease) B R ALE & ¥
BRE % 5 FEHEH BB DR A B FRE 7% 50 T A (pulsed-field
gel electrophoresis, PFGE) 4" 47 - v* $F#7 & 2 o DNA 45 ¥ Bl3¥ - & A 7 7
gwm@ﬁww’ﬁ%ua&wﬂw&ﬁAm&4@gﬁm+%’ﬁi~
7 40 PFGE Bl i@ L F A F R EE A (7 ]P‘:,%ﬁ bE AR B
P BEABBI R HINSLBR T AR F P SRR TR EE
3 - BREDSFFILEA pﬂm PFGE B3 = ﬂﬂ B F AR TR
¢ TR FR R B mﬁ’*vﬁﬁﬁﬁw%%ﬁ&ﬁ’4?iﬁﬁﬁa
FPow o BIBR2FAF ARG 2 B onfab it -
WEE ALY LA FR R - fEE A R13) 5 ~ 1976 & » £
BF 200 5 %190 F 4

\\\?{r

T EABMORE L BREFAT LRT
ﬁ%ﬁﬁ%’ﬂ634§@&?4’@Pf&ﬁﬂﬁiéﬁﬁﬁﬂ@&ﬁ’

TR E e s R RS ILE A F(Legionella pneumophila)(4) - & TRk e

‘Ilﬂh-

Mo RLEAFR AT A LA - ;fﬁ;; K #% 17 5. #(Pontiac fever) - &—‘g
JEARR G MO p o g E A Y - 58 E 4 5 (Legionnaires’
disease) ° &ﬁ & ﬁzg%fé N T E A .-;l*ﬁ;bgbfu!p— i 2-10 X > B
PE3 RS ~ M2 e R B R AW AL AP g e W
R MRECTE R 2 TR R MR ¥ % £ 30.0-405°C 0 R
IQIRX e @ MILIE IR AL P G AEAT I S ) BRSPS R B
BRFN7F2 FHB12% FRELARRA F#A 7= FTRLF

Fep B %% e = 5 X 15-34%(3)- 19 L& 4 i enf % R AL 2 F HfE

v

WEF A v s % £1k%(gold standard) - H i ¥ * g R IR R~



Fiep[r12 &3 2 5 B2 2 anfgip] 0 AWK pF i@ L E A J{ag Rp S
P F o fRA L HIILE Ak el 0 AL Eez Wi
FoAREiE F sy o

SR A T R TIIEE A FR S A S EEE A AT R
PoaF AR AZCEAFSEGFF (L) &G FE o PO B
oo B F A E AR BEERE LR EIHE 0 BF b R
1a¢§A%,&ai947>ww 5250 5B E A g b F e i

3 50 feo il F B % chie deAR %o AR E > £ 4 2000-2015 & £ § 1,384
BAE R 6] 0 50 s b ik F 1,120 4 o ik 80.9% (1,120/1,384) » # ¢ 65

g b &G 717 A o ik B0 gt b B % e164.0% (717/1,120) -

WEIEARIFEEER Pl b5 59 BFHMAEE 70 B
7 21 (serogroups)(5) - %V* 49 F A (L. pneumophila) 2 B v 1T T &
A Ff&(Legionella species) » H# ¢ 55 — X €33 4 ﬁﬁvi'VRiE:ﬁy?; @ Bk
ixHd vé’ WA E A e S 0 B¢ 2 i i) % - Al (serogroup 1)
E & Fﬁ@(lB)ow?lLﬁ&m—E@g AR FRILE AL A RIRB Y 0 8 FEIETR
_:’_"7J(\,€j}(’i+7}\'\\:‘_d¢7“’$m,,,£[°7}\j:€'\ &lgﬁ\*igﬁgﬁjiiﬁ:ﬁ,?]}
#%5-65°C>pH 5.5-9.52 B g o /P Bk » £ H 4. 35-45°C 5 B i il &
HELZRMAE 7 AS: JdPiimp Rok? 388 24 - 130 EF X B
BRI W AT 4 Y ARG B B A SREY 2 AR
*ﬂﬁ‘ﬁﬁﬁﬁ’ﬂiﬁiﬁ%%%~§%~ﬁ@§2#%%1?$ﬁ
T E 5 BIEEA(L,6,7) 0 » TR sep XI5 H2 ok @ ROE(8) o B AR
A Fo BRAIELEAHA A @R 2016 EFF IR - H|F A
LA A 6)(9) -

FLE Ao 5 5 B e(sporadic) 0 i 0 L A LF SR G A A



RAHCH )L HHERE A B F Y k1976 E EF Y B ILE
LB g (23 k) ~ 1999 # 7 §F Bovenkaspel is S B (B 5 B g A ) -
2001 &£ & ¥ 7 Murcia m%ﬁ Fu(iL kr-k £ % 52) ~ 2008 & p & Miyazaki s
55 (R 5 3e) ~ 2012 4 e £~ Quebec eid & & Ja(#4 #r-kig k 5) 2
2014 # 2 W d 1 O Flint AL % (L 2ok kP an)(3) > d L E A {7 iy
GhERAKEREY > FL o w2 S BRIHEER L  IH IR L kR
AN E SRS SRS SRR LR E LR SRR
R NSRRI IR E S -

oA EIILE A i 0t 1989 E FaR L ¥ FEA ]
%E%Bwﬁﬁaﬁ&ﬁﬁ%ﬁﬁwm%&§%%i§%lﬁaﬁ@%g
LH A XFRLA 1994 &4 < Fragd W™ wEL £ DU

§ SR F- kP12 50 1995 & A BT B 5 1 F Bded B b

B NPT E S SER 1999 # E R F 28 LB Loz RS
ER 2004 # 6 7 B4 SFE B R ERIR RS 2 fARREESR
2004 & 7 " BALEHIE B I E R VR LR MIEE KGR ES 0 2004
£ 120 3L E A - d ABRREREK > 2005 £ B A BB IL B S
AR e Rk A B TR TRt T 4 L IR 7 PFGE 4p X BIE 4 47 >
2013 & B dpd ST R BRI 7 AR FUR ¥ B 0 2016 A B AREEE S B
AP L BEANURLRDATIOMES KW > 3 g g R RO X
HEBAPMESR KRB AFEKRESR > Ehia® > L8y 2 T E L%
B¥a g EEPHERRZ -

HEE AL FERRIDE - F TR FRE il > AER
AR HTAEP FRE A LA PRk S BERR O & R TR A B

PR R 0 A RTRE A BFAREA R DR B F R T A FRR R AL
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* L. pneumophila x 33 % - 3
T (11) > 7 B H f247 R 7 ’»\bj—’-pﬂ*;\é\%\810 R S :

4 5 & ek )2 2 (typing method) » 12 7% iR 7 A (pulsed-field gel
electrophoresis, PFGE) 2 2 Sequence-based typing (SBT) & # # i¢ * 3t:i% 1L
H Ao PFGE 4T & KA R L1 * cha 3 & JIH(12) » w2 % ¢ 5
f % 7 2B LA 18974 2 5 DNA 45 ¥ Bl3¥ (PFGE patterns) » # 1% 5 4 45
FR AR 2 kg > P HIFE 5 ARE B A At 2 ALY A%
FF OB - i BE £k (6) £ B CDC 1996 £ £ = - PulseNet
R ARG 2o a AP B FE T 2005 £ B et 2 s YA T
B % o G A14P B PTRA A AR A TR B e B8 A4 A PR e R B 0 SBT(13-15)
A - fEg i 5 =8 R 7|4 3] (multilocus sequence typing, MLST) 7 % > &_
B IS E A E R R % (ELDSNet, European Legionnaires' Disease
Surveillance Network) =1 & # = jx » @& * = @ L Fleh DNA 5 BB 7] k5
FIBRedp b1 o 37 S R BRI LT L E A L - B kel p
(clonal organism)(16, 17) > v ¢ i&{74p % HA F1E 2> & § & SBT = i #7i¢
F o= el Fledd 4 AT E e i o - SETE = A Fl(new alleles) s
DI ET i Rk p g% % (point mutation) - @ 2L FIE 2o fru s 12 SBT
>R A PR A 7] 4] (sequence type, ST)® 14 * 3t & R R E oo

Hig* 2 ERER L 4(18) > pm SBT ehf L L @ :IZ—F*BF‘? HITILE L B
A = AZE 2,194 4)(2016.08.16 FELHEEY) o iE b 5 RS AR S G2 o i
£ > > A T8 2% (whole genome sequencing)» = 3 — B ¥ i chs 53 0
AR R R AR RS A TR A 0 3BT R AR 2 AT
RA 7| TR AESTEAL > § R BFRHR L 4T 5T 2 pFo



Tkt * N R i9ILE 4 psedid £ o 12 macrolides ~ fluoroquinolones
fr cyclins #F 7% ch% 4 5 3 > B 3] 1990s % ok » erythromycin #5713 i
A peny - £/ 0 7 3 > azithromycine {- tetracycline 7 #i> ehg] 7%
fluoroquinolones % 4 § 5 csc % B3 erythromycin » F]pt p % 3 & 05
FLE A el % % azithromycin §v levofloxacin » iz % 5 5% 247 >

v

B L RELAG R ANILEA BHRAOLIE T FQ) ILE L
B ARR PRI G FRR g e VI E A Feng £ KRB
B 0 Flt g oRF 5 S R AL TRl H A M Fr R & (minimal inhibitory
concentration, MIC)(19, 20) » 7 i > ek + (AP (T LE A FhEF AR
MR o ey P UTRA SR G A o

hrHir EaP o LRV R A RBERME L AL P
Tids - BREOLFPVLE L FPPFGE 2 SBT ehF B E 5 ¢ 3Tk
ARTrRE AR » ¢ REF{eipM P iz} > B4 - Be 7 PEfor
BT AR MR E DA EHRR RNER O B SRS 2T
i g > A F 4 BT RIIELE L FhE P AR L) 0 kR
FHEE2 FREpinzr Eiy o

AEEL Lt B FE - E o pELE 2 FEN T A (PFGE) 2
SBT e & & A3 2 o TRt 2 2 e * SRk FIR 0 E 2 TR FROE
FE AR FIRIeFRL B dp M e ERITRA B R AT G AR
* P RE eRE B o
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Lo feflc b 2 A KA TR

RERTIAAFBAFTH o L FRFEFRUL 2B HE R E
iﬁﬁgﬂ%ﬁaﬁﬁﬁﬁﬁi’@Fﬁﬁi%%&ﬁi»kﬁﬁ@%A
Gk kR

2. Tk et Aths I

TR S ER AT > P05 ML BT EREREE A 0§ BCYER
% 7 (Buffered charcoal yeast extract agar) » # £ & 2 7 e + L-cysteine 11 %
2 % 7 4 #» PNV(polymyxin B, natamycin and vancomycin) » % = 5 it
A& Y BB 35°C-CO kB 2.5-5.0%: 4p ¥+/% & 60-90% % it © 32 & >

-

EARB O FRBINTRAEAIMNPIREIRA T RAIF LS
L-cysteine # & 7 FBIFE SRR E i % M2 T RLE Y B E%

(DFA) » /&8 Ffa s & F3) -

L Bk R A2 FIR A BT

LRI 0.2 pm fhg M ek te 48 500 mL > 4e »~ 3mL e Fk
Tae I RF o RIRW PA T L AR RS B DY ImLp R
FerdZ 23t & 0 FRASZ AR Y L R LB AP 0 Y E
14 % 7 5 BCYE 33 &% 275 4r L-cysteine 122 MWY » 37T kg £ -
BUFT A ZRRREHE-FREREETERT L - B3TFE L F

TRV R PR L AT RAE - H g > L U E RAE ¥ KRR
o
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BB ERLEY KPR RS fo m-TECH £l %Sk B A2 2B & 51
AP ERIFEP N AT R 48 PR 18 0 BN F R R 1%45
BAY BB ERRFARY Y > P RR GG EEVHTL 2T R
F 2 R E g R 20 Ao B Nl # 1 PBS & ARk Rk

BARR g0 AR S F KRR RAR o

5. Btk B3t T ik (PFGE) A 5 A 3]

BRI bR & 48] BF O PP F A E 4r » 2mL & #5577 (100 mM
EDTA,100 mM Tris, pH 8.0) » #* & :§ % /§ & > ¥ “t fe % 1% agarose ;3 f#>t
TE buffer (10 mM Tris, 1 mM EDTA, pH 8.0) » #-7i% & agarose ¥ f8 % &
i~ - B o HF B3~ proteinase K 4 ;% (20 mg/mL Proteinase K, 50
mM Tris, 50 mM EDTA, pH 8.0, 1% Sarcosine) » % 56°C & & 2 -] fF » ri =
F7kiFik 2 & > TEBuffer -7 4 =t » & =t ¢ & 56°C -Kip 4 % 15 ~ 48 -
2 Sfi | 241+ 2| f% % (New England Biolabs, MA, USA)*+50°C & & 4] ¥ »
¢ 200 uL AR 7 5 E 10Unit> & s = (8RR IERERE 0 0 1 1%
agarose 45%} - £ % # * Bio-Rad CHEF MAPPER % A i%(Bio-Rad
Laboratories, Hercules, CA, USA)i& 7 & 74 o A E* 5 2 3 & 6V/iem -
TH AR 120° ¥EHEFEIHIA0FH 0 TARPFF 2] AR
r2 ethidium bromide 4 ¢ I pe4p > & * BioNumerics (Applied Maths, Kortrijk,
Belgium) i 88 :& {7 & 7 o

6. Bt~ Sequence-based typing (SBT) 4 + 4 3] : Amplification primers

Gene primer name | position Primer sequence (5’-3’) Annealing | Fragment
temp size (bp)
flaA fla-587F 568-587 GCG TAT TGC TCA AAATAC TG 55°C 414

11




fla-960R 981-960 CCATTAATCGTT AAG TTG TAG G
pilE pilE-35F 12-35 CAC AAT CGG ATG GAA CAC AAA 55°C 460
pilE-453R 471-453 CTA
GCT GGC GCACTCGGTATCT
asd asd-511F 487-511 CCCTAATTG CTC TAC CAT TCAGAT |55°C 576
asd-1039R 1062-1039 |G
CGA ATG TTA TCT GCG ACT ATC
CAC
mip mip-74F 58-74 GCT GCA ACC GAT GCC AC 55°C 559
mip-595R 616-595 CAT ATG CAA GACCTGAGG GAAC
mompS mompS-450F | 430-450 TTG ACC ATG AGT GGG ATT GG 55°C 711
mompS-1116 | 1140-1116 | TGG ATA AAT TAT CCA GCC GGA
R CTTC
proA proA-1107F 1090-1107 | GAT CGC CAA TGC AAT TAG 55°C 481
proA-1553R 1570-1553 | ACC ATA ACA TCA AAA GCC
neuA neuA-196F 176-196 CCG TTC AAT ATG GGG CTT CAG 55°C 459
neuA-634R 634-611 CGATGT CGA TGG ATT CAC TAA
TAC
neuAh  neuAh-L ATCCAGCAGTTTTTAMAAATTTAGG 791-794
neuAh-R TGGCTGCATAAAYTAATTCTTTAGCC

A

Sequencing primers:

the reverse sequencing reaction of the mompS target. mompS-1015R CAG

As above except that mompS-1015R instead of mompS-1116R is used for

AAG CTG CGAAAT CAG

7. % 5% 3 B4 B R

Btk 73 2-80°C 4 k4% > # % $ L %% L BCYER £ 4+ -

12
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2017 23T E A p B AWRRKE N/ TH

AERQOI7TE)A 17 1p 2117 14p > 4T E LG 341
Bl %> SR 146 bl § o 1k 42.8% 0 H 4T T B 28/ 31~44 b2
Bo 5d mpFR A - RRLRIBRIZ & i FRPIZR% S 3 FHk%RD
B i 425% 0 1 % 66.7%5F 0 K ¥ 29.0%B K o FE B X Hck § 145
Bl S AR B2 615 % 0 £35.9% 0 KT O bIEt o ik 6.2% 0 5 & X T
29 PRTRAE > LA TR 0 R F TR B 5 20.0% (29/145) 0 12 5 A F 25.0%3
B KT 0%B b o A B TRE SR I3RS 0 1 448% o (£ - )

L& 145 GIAE LB R nER A F o0 TO & AT 5 5 B % 0 ik 32.4%
50 eyt b i kB st 116 B 0 1 80.0% 0 X G E#L 19 T ik o A
EFAFLAELF A 0624 00T/ P 231 5B o BT et
i kdot )5 500 L Edk A 3.3~78 2 F > £ B &+ hi 50-59 K g
60-69 k1752 7.8 (%= )

2000-2017 £ 1LF 4 5% B K52 i TR

IILE Aot 1999 E 7 G % Z Mk L@ A m 6o~ Epl 0 5] 2017 £ 11
214 p G0k - HidSR 15337 Bk H P rrw B k#ics 1,643 &) o
2000~2005 & ¥ » & & i 48 %) 1,000-1,800 ] » &2k 5 15 4 Y 2.9%~7.9%
2_ % ;2006~2011 & R » & & i 48 %) 550-750 &> #& 5 5 1+ 5 4 %+ 8.9%~13.7%
2 ; 2012~2016 # & > & & 3 4F X 450-550 &1 » 2[5 5 4
16.9%~28.6%z2_ [ ; 2017 & 55 i€ 3% 341 &) » &% 5 125 % £ 42.5% - (R
-)

2000-2017 # £ 1643 rgx B % TioE 54 F 55 L g A v 040 4 »

UAEBLATE j\'ﬁ e THE A THE NP R 2 R r'gfl%-?\:‘ff'g\?vé?v'l
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Eokg o p 2005 2 150 REE LA T chE g2 KEAG R

Bom)e & kg

o BERE R IR 4 o d > 2005 & 5 0.17 0 2017 & 5 062 (Bl= ) &

¥ i’ﬁ » 2005-2017 & B > S A% ~ A Sv’f‘—"f%‘ R AR Y R E AT
TEFETE S A RATES > FEFME 2 LR A g o (B2 )

12 2000-2017 # FEF_ Bk kg L EhERS T o BRI G L L FEY
7270 o1 b Bk dck 5 > 2004 1k 50.0%% % 0 2005 £ (b 26.3%% i< o 50
AT ikt > B A ¥ 2007 £ 0 10.7%Fe 2003 £ £ 26.8%2 fF 5 T 35
% 18.7% - (Bz )

12 2000-2017 & £E4Y 1,643 blAE R B Sk E &L A S TO K L 671 B
=B % 0 15 40.8% 5 50 gk b ks 3 1,338 4 0 iE 80.9% 0 E #2519 A&
TR kB G 8 B 0 ik 17% o AR T 4 1,265 g7~ 14 378 &) B %
W] 5 3.3 10 50-59 i E 8L R 0t 5] 6.0 LB B 0@ 40 KT Bk g
Lt 5(0.9~1.7) 0 BEd 40 f vz b B % et )(3.1~6.0) 5 K o (BT ) & &
MEELFAChEFE S ARAFMAF S Z T AN PEFEE
BiAeam P A T0 K EE KR S 9 ot i 4 KA L 223

3.47 4~ 1.06 - (B = )

2002-2017 & 33L& A BTk FRA
2002 £2 1 > R F BB EATRFREAENITE AR 1
f# - 53 431tk P e RS E 4 F(Legionella pneumophila) s

7~

A% - AI372¢kE F 0 8 86.3% HrF 2T E A R 154k £ 3.5%

/

2 L. longbeachae 7 k. % % % - (B]-)

WL E X ek 5 T & (PFGE, Pulsed-Field Gel Electrophoresis) 4 5
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G E A el Lk o f 2004 & T 7 B iR B H A B TR B K
BHEFRZ WHRFTAORARRIE 0 FF P B RORAREA
B hERfop BBk AN DEIR G R DT LE L Fios AR
F o EFEE- HRTRHARSPFGE » 2415 X LT Sk kiR §
ERFES R ool R JFILE L FHEBRDPFGE » 2828 < ]
B A - Ko FP 0 R EASTHREE > & F LB T LD
- F S A f e d 1 FET K o 1 Sfi | UIaE & >t 50°C *2 &) DNA hE
TePEF - 2 Az ke Sapd 22 e BI|F BRWSDNAET W §
FRD LR R 2B 4] (RN )T AP TR
BRIGET ARt 2 15 0375 34 R 40 F) 0 BRI T R T e
DNA Bl:# - (B4 )

#-PFGE J& * B X TRhk AP > RA-H T RAI 0 E &R Vi o
GRWTER A FRANERLLFE F YA S HRIPIER LG 4
f DNA 35 2 Bs# stk > ¢ 35383 2137 & oh> Tt PFGE sl 72 5 113
TR e oA FEMAELFHT T 118 RTRA FtR e PFGE - 2010 ~ 2011 ~
2012 ~ 2013 ~ 2014 ~ 2015 ~ 2016 §~ 2017 & A %] 4 8~8+15~14~25~19 -
174 12 3Rk > 2 " A ® s (A3 30) ~ A3 (L)~ # 7 (218)
Frat B (59 R) e Bl (13 4k) © (% =

0 1% e PFGE 0 DNA 4 i Bl 4o Bl #7177 - Bl 4p % <04 sk > 7 i
A A RBEA R RO - B RN RRNERR L - B
R Mche HE BT EA B VERE 27 0 F DNAG X BlH > 1 44455
o FRHADLIATENY A APEFRN3FR F R p 2014 & B AT
AP P ek 2IrZ £ % Liko ATFRDOFAIRE 2016 £ - LATA D EME
B o (B - )% 7 4pF DNA R Bl hG 3R > & &k p 2012
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EFFS 2013 & S H LR EFC2017 E LR o (Bl D)

T L EQY - R ARHEBE > HRAARFKIRA 3 AUk
R R e LR R oy
PFGE 1 » 3 3L 1B % eTafk Htk 2 2 ¢ & AUk K W 1k 48 Ik 57 DNA
p R HF (B =2)

19L& X e Sequence-based typing (SBT) 4 45
13L& 4 ¢ Sequence-based typing (SBT)# * ®uiv'i L& 4 g5 & iRl 4

% (ELDSNet, European Legionnaires' Disease Surveillance Network)#7# *
Sk % = m AT DNA B BBk F Fthadp ML B gk sl S B
712 PCR ek Jif it @ S5 gexb b engfde poav @ 5 % = ¥ j& B~ sequence
type (ST) 3| B] A th ¢ 45 56 th Tk FHAfr 3L R B At B ke
B AW A EPSTAS 3 £ E AR - A FHDNA T KA
FUR A AR ST 4w 0 & Fie- H OB F o ()M FR ST
Al up o st 0 B Al h G 14 ST i 25.0% » H 4% & ST 7

W AARE S HREAR o B AKROST AN PP 0§ 22 F & ST
i 71.0% - HAx L ST Al6] % A48 SR Fth o B o TR T - W4k Fikic
L5 PR R0 ST 415 £ 4 STL ~ ST42 4 ST59 -
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E

AR P 1999 & T E A ik~ B

FiE X BARBERER > HFHE
IFIN 2L E A s A0 £3 2017 & 110 14 p ok > £ 4 1,643 bisg
ik % 0 2000-2017 & F FyoEgF 4 F & L g A v L 040 4 0 p 2005 £ 2
B rRELFAC hEFS K

R A Se AR % > d 2005 £ 990.17 4
7] 2017 # 572062 4+ § 3.7 B te o SFLE L - v AR A - ALK
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i SitE 146 h2 35.6 13 250
ik [E b B A 25 14 560 3 214
AT B 2 2 100.0 0 0.0
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HE & iy A 18 15 Ba.3 1 6.7
& bk B 15 7 46.7 3 42.9
- 2 2 100.0 0 0.0
EEH i 4 57.1 1 25.0
S HE 42 28 66.7 5 17.9
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M 3 | 341 145 425 29 20.0

22 2017 259 E A AR B R EE LA F 4 F (2017/01~2017/11)

A:__:|e Male Female Total % M/F Incidence
0-19 0 0 0 0.0 NA 0.00
20-29 3 3 2.1 NA 0.09

0
30-39 4 1 3 34 4.0 0.13
40-49 17 4 21 14.5 4.3 0.57
20-59 30 4 34 234 7.5 0.94
60-69 31 4 35 241 7.8 1.26
70+ 36 11 47 32.4 3.3 2.31
Total 121 24 145 1000 50 0.62
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fow 2L E L Fe SBT A 4

Clinical isolates (n=56) Environmental isolates (n=31)
ST n % ST n %
1 14 25.0 1 22 71.0
42 5 8.9 42 1 3.2
37 4 7.1 59 3 9.7
120 4 7.1 82 1 3.2
18 2 3.6 160 1 3.2
59 2 3.6 448 1 3.2
118 2 3.6 609 1 3.2
496 2 3.6 739 1 3.2
507 2 3.6
Others 19 33.9

Total 56 100.0 Total 31 100.0
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