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Abstract

Antimicrobial resistance (AMR) is a severe public health threat in the
global society. Due to the aggravated climate change in recent years, the
adaptation and evolution of microorganisms may be interfered and the
possibility of antimicrobial resistance problem may be worsen. In order to
understand the situation and trend of domestic antimicrobial resistance,
establishment and implementation of national wide antimicrobial resistance
surveillance system is essential. It is urgent for Taiwan (R.O.C.) to establish
a local-based national wide antimicrobial resistance surveillance system to
keep in line with international standards.

The project is four-year research, and the objectives of the project are to
establish a multidrug-resistant microorganisms and antimicrobial resistance
surveillance system, develop and introduce effective policy as well as
establish a management mechanism in order to reduce the spread of
multidrug-resistant microorganisms and the risk of healthcare-associated
infections and enhance patient safety and health care quality.

In the second year of the research, we collected the suggestions from the
hospitals, then we tried to impove “Antimicrobial Use and Resistance(AUR)
system” and established the connections and functions with other systems
(“Business Object (BO) ” and “Taiwan National Infectious Statistics
System(NIDSS)”). Then, we analyzed the collected drug resistance data
and displayed in visual and imaged method. Furthermore, we established
test methods for Clostridium difficile.

This research will optimize system operational convenience, flexibility and
enhance data integrity, availability in consider of the actual system

operation experience and users’ responses., Antimicrobial resistance data
6



will be collected through this system. And in order to formulate appropriate
prevention and control policies, collected data will proceed further to
analysis the antimicrobial resistant situation, trend and even the correlation

with the climatic factors.

Keywords : climate change, multidrug-resistant organism, antibiotic

resistance, antibiotic stewardship, infection control
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Antimicrobic

Amoxicillin/ Clavulanic Acid 2
Ampicillin 4
Ampicillin/ Sulbactam 2
Cefotatan 32
Cefoxitin >32
Chloramphenicol 4
Clindamycin 1
Imipenem >8
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Metronidazole <=0.5
Mezlocillin. 8
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Tetracycline <=0.25
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