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ABSTRACT

Prominent genomic heterogeneity is found among different HIV-1 isolates.
The viruses have been differentiated into different genetic subtypes by sequence
analysis. The information on the genetic subtypes of HIV-1 is important for
understanding the epidemiology of HIV-1 infection in Taiwan, the possible origin
of these viruses and for future vaccine devel opment.

In this study DNA was extracted from the peripheral blood mononuclear cell
of HIV-1 infected individual. The vpu gene was amplified by nested polymerase
chan reaction (PCR). The amplicons were sequence analyzed. The vpu genes
were compared with those of the reference strains with known subtypes. The vpu
genes have been analyzed for 1006 samples collected from the period 1990 to
2000. Subtype B constituted 82.9% of these strains, subtype E constituted 14.9%.
A few strains with subtype A, C, F, G or A/G were also found. However, subtype
E was the most prevalent subtype in female group. Subtype E was possible the
most prevalent subtype in the heterosexual group. In the male group, subtype B is
the most prevalent subtype. The analysis of the trend of subtype distribution
revealed that the percentage of subtype B infection was increasing from 1994 to
2000. And it is noted that subtype B is the predominant subtype in homosexual
male group. These results may imply that the HIV transmission in homosexual
male group may not be controlled efficiently.

Key Words. human immunodeficiency virus, subtype, vpu gene, sequence

analysis
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Subtype

Gender

A AIG B C E F G

VEN 1 0 821 7 103 1 5
(0.1%) 875%)  (0.7%)  (11%)  (0.1%)  (0.5%)

3 13 2 47 3
WOMEN 0 (4.4%)  (19.1%)  (2.9%)  (69.1%) 0 (4.4%)

Total 1 3 834 9 150 1 8
(0.1%) (0.3%)  (82.9%)  (0.9%)  (14.9%)  (0.1%)  (0.8%)
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1990 2000
Subtype
Year Total
A AIG B C E F No.
1990 0 0 20 0 2 0 0 22
(90.9%) (9.1%)
1991 0 0 44 1 9 0 0 54
(81%) (1.9%) (16.7%)
1992 0 1 63 2 16 0 0 82
(1.2%) (76.8%) (2.4%) (19.5%)
1993 0 0 57 (75%) 1 16 0 2 76
(1.3%) (21.1%) (2.6%)
1994 0 0 68 1 16 0 2 87
(78.2%) (1.1%) (18.4%) (2.3%)
1995 0 1(1.1%) 75 (79%) 0 18 0 1 95
(18.9%) (1.1%)
1996 1 0 94 1 18 0 0 114
(0.9%) (82.5%) (0.9%) (15.8%)
1997 0 1 97 0 17 0 2 117
(0.9%) (83%) (14.5%) (1.7%)
1998 0 0 102 1 16 0 0 119
(85.7%) (0.8%) (13.4%)
1999 0 0 113 2 10 0 1 126
(90%) (1.6%) (7.9%) (0.8%)
2000 0 0 101 0 12 1 0 114
(88.6%) (10.5%) (0.9%)
Total 1 3 834 9 150 1 8 1006
No. (0.1%) (0.3%) (82.9%) (0.9%) (14.9%) (0.1%) (0.8%)
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	圖一、各愛滋病毒亞型於男性與女性愛滋病毒感染者分佈之狀況

