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Abstract

The yeast Candida albicans is usualy a harmless colonizer of mucosal
surfaces in healthy people. However, in immunocompromised patients,
especially those infected with the human immunodeficiency virus (HIV), it can
cause superficial as well as life-threatening systemic infections. To
characterize C. albicans populations present in Taiwan, to delineate strain
relatedness, and to monitor the emergence of drug-resistant strains, C. albicans
isolates were collected from different areas of Taiwan and analyzed by
electrophoretic karyotyping and S |-restriction fragment length polymorphism
(Si I-RFLP), which have been demonstrated to be useful tools for the
delineation of C. albicans strains. Thus far, a total of 60 isolates have been
analyzed by both methods. The DNA patterns obtained by electrophoretic
karyotyping revealed the presence of eight chromosomes (7 + R) in C. albicans
as well as karyotype polymorphisms among isolates. Analysis by S I-RFLP,
on the other hand, revealed more complicated DNA patterns feasible for cluster
analysis and provided a more discriminatory method than electrophoretic
karyotyping. Significance of i I-RFLP as reveded by the analysis of

Taiwanese isolates awaits further investigation.
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Fig. 1 Electrophoretic  karyotypes of Candida albicans isolates.
Chromosomal DNA of C. albicans isolates (#1 to #10) was analyzed by
pulsed-field gel electrophoresis at 120 V with switch time ranging from 60 sec
to 500 sec for 48 hr.  M: Chromosomal DNA of Hansenula wingel was used as

the size marker.

Fig.2 S I-RFLP anaysis of Candida albicansisolates. After digestion with
Sfi I, DNA of Candida albicans isolates (#1 to #10) was anayzed by
pulsed-field gel electrophoresis at 180 V with switch time ranging from 5 sec to
65 sec for 24 hr. M: Chromosomal DNA of Saccharomyces cerevisiae was

used as the size marker.

Fig. 3 S I-RFLP anaysis of Candida albicansisolates. After digestion with
Sfi |, DNA of Candida albicans isolates (#13 to #24) was analyzed by
pulsed-field gel electrophoresis at 180 V with switch time ranging from 5 sec to
95 sec for 28 hr. M: Chromosomal DNA of Saccharomyces cerevisiae was

used as the size marker.

Fig.4 S I-RFLP anaysis of Candida albicansisolates. After digestion with
Sfi |, DNA of Candida albicans isolates (#21 to #32) was analyzed by
pulsed-field gel electrophoresis at 180 V with switch time ranging from 5 sec to
85 sec for 28 hr. M: Chromosomal DNA of Saccharomyces cerevisiae was

used as the size marker.
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Fig.5 S I-RFLP anaysis of Candida albicansisolates. After digestion with
Sfi |, DNA of Candida albicans isolates (#49 to #60) was analyzed by
pulsed-field gel electrophoresis at 180 V with switch time ranging from 5 sec to
95 sec for 28 hr. M: Chromosomal DNA of Saccharomyces cerevisiae was

used as the size marker.
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