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Abstract

Q fever is a worldwide zoonosis caused by an obligate intracellular
pathogen, Coxiella burnetii. The transmission of the pathogen is mainly
through contact or inhalation of contaminated aerosols, and infections of C.
burnetii normally manifest as flu-like syndromes, atypical pneumonia or

hepatitis during acute infections or as endocarditis during chronic infections.

The motive of this project is to establish suitable pathogen culture system
for isolation of local strain C. burnetii. In this part, we will establish shell-vial
cell culture system to isolate C. burnetii from clinical notified samples
samples. The second part of the project is to set up plasmid typing method for
identification of local strains C. burnetii. Unfortunately, we didn’t culture the
C. burnetii. We analyzed the epidemiologic data from plasmid typing results
of the last 4 years positive cases, the major type of plasmid is QpH, QPDG and

empty in Taiwan.

To further establish referenced local strain bacterial database. The
database can then provide useful information for epidemiological surveillance
and research for understanding the difference between local and foreign

strains of C. burnetii.
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#HR R Ct 14 2475 % &

338 101 30.39 L E BT T
383 101 28.5 w1 R K& 7t
402 101 28.21 e SES ¥ N
633 101 35.12 EE

680 101 32 FE
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925 101 33.4 Fg

942 101 34.5 fm R 5 B

994 101 26.04 EF

1041 101 37.6 R 5 e
1042 101 33.6 m R 5 B

oo~ RS AR * 2515 B

Type- Primere

QpHI - F: TGAGATTAGAACAACCAAGAAATTCAC.
R TAGAGTTGACATCGGGTCG-

QpRS- F:ATTTCCCCACTTTCTGGTT-
R:ACTCGTACCCAAAGACTATGA-

QpDG- F:- TAATTCAAACGCCTAATCAGTGG-
R:TAAATGCCCGCAATGACC:

QpDV- F:AACAGCTTCAACAGCTTTAATAGA.
RATGGTTGAGAGTGTCCAGTA-
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