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Abstract:

Dengue viruses are an arthropod-borne viruses belonging to the Flaviridae family. So far, there are
four serotypes found, such as DEN-1, DEN-2, DEN-3 and DEN-4 and all of them have the ability to
infect human. It will cause fever, muscle pain, joint pain, headache, rash and leucopenia. In addition to
the typical dengue fever, there are two clinical syndromes, dengue hemorrhage fever (DHF) and dengue
shock syndrome (DSS). Those will result in hemorrhage and shock respectively due to the permeability of
vascular increases and DHF and DSS are lethal disease.

We collect patient’s samples, case history, and analyze the genotype of single nucleotide
polymorphism of patients to look for the risk factors between the patients with dengue fever and healthy
persons. These factors can assist clinical doctors to diagnose dengue disease. We collect 32 samples of
dengue disease and 80 samples of healthy persons to analyze. The results show that persons infected by
dengue virus contain the genotype TG/CG of TGF-f3 1 codon10/codon25 will have higher risk to become
dengue fever and age is also a significant risk factor.
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44.2

52.8
DF P value
Control
Mean age(yr) 44.2420.2 52.8+16.4 0.019*
Gender 19(54.3%) 29(36.3%) 0.071
16(45.7%) 51(63.8%)
)
b3
2. TGF-3 1 IL-10 SNP ( )
TGF-B 1 codon10  codon 25 SNP
IL-10 -592 -819 -1082
TGF- 1 IL-10
haplotype TGF-f1  codon 10 SNP
TGF- 1 IL-10 allele
DF Control P value
TGF-B1 (codon 10)
C 64(39) 160(96) 0.897
(60.9%) (60%)
T 64(25) 160(64)
(39%) (40%)
TGF-B1 (codon 25)
G 64(64) 160(160) 1
(100%) (100%)
IL-10 (-592)
A 67(44) 160(98) 0.53
(65.6%) (61.2%)
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C 67(23) 160(62)
(34.3%) (38.7%)
IL-10 (-819)
T 66(45) 160(97) 0.285
(68.1%) (60.6%)
c 66(21) 160(97)
(31.8%) (39.3%)
IL-10 (-1082)
A 68(67) 160(148) 0.115
(98.5%) (92.5%)
G 68(1) 160(12)
(1.5%) (7.5%)
TGF-B 1 IL-10
DF Control P value
TGF-B1 (codon 25)
G/G 32(100) 80(100) 1
TGF-B1 (codon 10)
C/C 32(10) 80(34) 0.271
(31.25%) (42.5%)
C/T 32(19) 80(28) 0.018*
(59.4%) (35%)
T/T 32(3) 80(18) 0.108
(9.4%) (22.5%)
IL-10 (-592, -891, -1082)
ATA/ATA 17(13) 45(29) 1.0
(76.4%) (64.4%)
ACC/ACC 17(3) 45(9) 0.366
(17.6%) (20%)
GCC/ACC 17(0) 45(4)
(8%)
ATC/ATA 17(1) 45(0)
(5.8%)
GTA/GTA 17(0) 45(1)
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(2%)
ACC/ACA 17(0) 45(1)
(2%)
ATA/GTA 17(0) 45(1)
(2%)
TGF-B1 (codon 10, codon 25)
CG/CG 32(10) 80(34) 0.271
(31.25%) (42.5%)
TG/CG 32(19) 80(28) 0.018*
(59.4%) (35%)
TG/TG 32(3) 80(18) 0.108
(9.4%) (22.5%)
IL-10 (-592)
C/C 34(3) 80(13) 0.577
9% 16.25%
C/A 34(17) 80(36)
50% 45%
A/A 34(14) 80(31)
41% 38.75%
IL-10 (-891)
C/C 33(3) 80(14) 0.504
9% 17.5%
T/C 33(15) 80(35)
45.5% 43.8%
T/T 33(15) 80(31)
45.5% 38.8%
IL-10 (-1082)
A/A 35(34) 80(69) 0.103
97.1% 86.3%
A/G 35(1) 80(10) 0.169
2.9% 12.5%
G/G 35(0) 80(1) 1
1.2%

*: compared with non-ATA/ATA
*. compared with non-ACC/ACC

IL-10

haplotype
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IL-10 haplotype
IL-10 hapalotype
DF Control P value
ATA 27(79.4%) 56(65.5%) 0.302
ACC 6(17.6%) 23(25.5%) 0.213
ATC 1(2.9%) 0 0.298
GCC 0 4(4%) 0.316
GTA 0 4(3%) 0.316
ACA 0 1 (1%) 1.0
P= 0.215 P 0.05
4. TGF-B1 (codon 10)
TGF-B1 (codon 10)
TGF-B1 (codon 10)
DF Control P value OR(95%CI)
TGF-B1 (codon 10)
T/C, T/T 32(22) 80(46)
68.8% 57.5%
C/C 32(10) 80(34) 0.271 OR:1.63
31.3% 42.5% CI:0.68-3.88
TGF-B1 (codon 10)
DF Control P value OR(95%CI)
TGF-B1 (codon 10)
T/T 32(3) 80(18)
9.4% 22.5%
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T/C,C/C 32(29) 80(62) 0.108 OR:0.36
90.6% 77.5% CL:0.1-1.31
5. TGF-Bl  IL-10
TGF-p1  IL-10
TGF-B1 (codon 10, codon 25) IL-10
low |intermediate high other [low intermediate high |other
DF 32(0) |32(9) 32(3)  [32(20) |17(16) (17(0) 17(0) [17(1)
28.2% 9.4%  162.5% [94.1% 5.9%
CONTROL  [80(0) [80(34) 80(18) [80(28) |45(38) |45(4) 45(0) 145(3)
42.5% 22.5% |35% 84.4% [8.9% 6.7%
P Value NS NS
TGF-B1 (codon 10, codon 25)
Intermediate with non-intermediate: P = 0.258
High with non-high: P =0.108
other with non-others: P = 0.0007
IL-10:
Low with non-low: P = 0.427
Intermediate with non-intermediate: P = 0.567
other with non-others: P=1.0
P: by Chi-square test or Fisher’s exact test
TGF-B1 in vitro
TGF-B1 !
12 13 TGF-B1
TGF-B1
TGF-B1
codon 10 SNP C/T TGF-B1  codon 25 SNP
IL-10 -592 819 -1082 SNP
TGF-f1  codon 10 SNP
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